Supplementary Table 1: Radiation-induced gene expression in 
primary cells, (n = 24; Fold change > 50%, adjusted p-value < 0.05)
	Symbol
	TargetID
	Accession 
	Adjusted p value
	Fold change

	
	
	
	
	

	FDXR
	ILMN_4832
	NM_024417.1
	0.001
	12.30

	TNFSF7
	ILMN_19983
	NM_001252.2
	0.001
	6.13

	ISG20L1
	ILMN_12401
	NM_022767.2
	0.001
	5.44

	PCNA
	ILMN_6858
	NM_182649.1
	0.001
	5.15

	TNFRSF10B
	ILMN_5337
	NM_003842.3
	0.001
	3.88

	GADD45A
	ILMN_17355
	NM_001924.2
	0.001
	3.50

	VWCE
	ILMN_18416
	NM_152718.1
	0.001
	3.34

	TNFSF4
	ILMN_8432
	NM_003326.2
	0.001
	3.22

	DDB2
	ILMN_425
	NM_000107.1
	0.001
	3.00

	TRIAP1
	ILMN_13988
	NM_016399.2
	0.001
	2.79

	SESN1
	ILMN_5404
	NM_014454.1
	0.001
	2.78

	PHPT1
	ILMN_21637
	NM_014172.2
	0.001
	2.75

	PHLDA3
	ILMN_24559
	NM_012396.2
	0.001
	2.74

	ACTA2
	ILMN_6588
	NM_001613.1
	0.001
	2.58

	IGFBP4
	ILMN_9309
	NM_001552.2
	0.001
	2.57

	XPC
	ILMN_4555
	NM_004628.3
	0.001
	2.35

	RPS27L
	ILMN_28649
	NM_015920.3
	0.001
	2.34

	PPM1D
	ILMN_7760
	NM_003620.2
	0.001
	2.20

	IER5
	ILMN_18737
	NM_016545.3
	0.001
	2.16

	SLC7A6
	ILMN_3730
	NM_003983.3
	0.001
	2.08

	NME1
	ILMN_22180
	NM_198175.1
	0.001
	2.07

	CDKN1A
	ILMN_5895
	NM_078467.1
	0.001
	2.06

	HIST1H2BD
	ILMN_17622
	NM_138720.1
	0.001
	2.03

	MTHFD1L
	ILMN_20988
	NM_015440.3
	0.001
	2.02

	CD80
	ILMN_2131
	NM_005191.2
	0.003
	2.01

	FHL2
	ILMN_20831
	NM_001450.3
	0.001
	1.99

	C21orf42
	ILMN_15559
	NM_058184.1
	0.001
	1.97

	TP53INP1
	ILMN_16203
	NM_033285.2
	0.001
	1.96

	ATF3
	ILMN_6468
	NM_001030287.1
	0.028
	1.96

	IL21R
	ILMN_12364
	NM_181078.1
	0.001
	1.95

	CD40
	ILMN_22820
	NM_001250.3
	0.003
	1.95

	IRF4
	ILMN_12414
	NM_002460.1
	0.003
	1.89

	C12orf5
	ILMN_11001
	NM_020375.1
	0.001
	1.89

	TRAF4
	ILMN_1853
	NM_004295.2
	0.006
	1.89

	ABTB2
	ILMN_22109
	NM_145804.1
	0.003
	1.85

	CCNG1
	ILMN_9417
	NM_199246.1
	0.001
	1.85

	FAS
	ILMN_9068
	NM_152871.1
	0.001
	1.81

	PSAT1
	ILMN_17460
	NM_021154.3
	0.003
	1.80

	C3orf15
	ILMN_28867
	NM_033364.2
	0.001
	1.80

	ARP10
	ILMN_18618
	NM_181773.2
	0.002
	1.78

	BAX
	ILMN_10832
	NM_004324.3
	0.002
	1.78

	ASCC3
	ILMN_6018
	NM_006828.2
	0.002
	1.76

	BCL2L1
	ILMN_12148
	NM_138578.1
	0.002
	1.76

	PYCR1
	ILMN_8761
	NM_153824.1
	0.002
	1.72

	FBXO22
	ILMN_10148
	NM_147188.1
	0.001
	1.71

	TNFRSF18
	ILMN_22838
	NM_148901.1
	0.003
	1.69

	ZNF79
	ILMN_23438
	NM_007135.1
	0.001
	1.69

	EI24
	ILMN_8791
	NM_004879.3
	0.001
	1.68

	FBXO22
	ILMN_5718
	NM_012170.2
	0.001
	1.68

	BLR1
	ILMN_19896
	NM_032966.1
	0.009
	1.68

	FOSB
	ILMN_13603
	NM_006732.1
	0.007
	1.67

	LOC134147
	ILMN_1485
	NM_138809.2
	0.002
	1.67

	CCND1
	ILMN_139141
	NM_053056.1
	0.001
	1.67

	NFKB2
	ILMN_26475
	NM_002502.2
	0.003
	1.67

	PHF16
	ILMN_3092
	NM_014735.2
	0.001
	1.66

	Symbol
	TargetID
	Accession 
	Adjusted p-value
	Fold change

	
	
	
	
	

	GPR137
	ILMN_24699
	NM_020155.2
	0.001
	1.65

	TNFSF9
	ILMN_18030
	NM_003811.2
	0.001
	1.63

	TLCD1
	ILMN_16042
	NM_138463.2
	0.002
	1.62

	TNFRSF10D
	ILMN_17600
	NM_003840.3
	0.001
	1.62

	E2F7
	ILMN_4548
	NM_203394.1
	0.003
	1.62

	JAM2
	ILMN_12795
	NM_021219.2
	0.001
	1.62

	MDM2
	ILMN_21265
	NM_002392.2
	0.001
	1.61

	CD83
	ILMN_16705
	NM_004233.2
	0.001
	1.61

	SAC3D1
	ILMN_9385
	NM_013299.2
	0.001
	1.61

	PRKAB1
	ILMN_23188
	NM_006253.4
	0.001
	1.61

	SLC7A1
	ILMN_22619
	NM_003045.3
	0.002
	1.61

	HIST1H2BD
	ILMN_17622
	NM_138720.1
	0.005
	1.59

	C19orf36
	ILMN_137890
	NM_001031735.1
	0.001
	1.59

	TYMS
	ILMN_26899
	NM_001071.1
	0.039
	1.58

	TRIM22
	ILMN_532
	NM_006074.2
	0.045
	1.58

	MGC13170
	ILMN_16271
	NM_199249.1
	0.001
	1.58

	ECE1
	ILMN_20910
	NM_001397.1
	0.003
	1.57

	POLH
	ILMN_21573
	NM_006502.1
	0.005
	1.56

	BAIAP2L1
	ILMN_16050
	NM_018842.3
	0.002
	1.56

	PYHIN1
	ILMN_12129
	NM_198929.2
	0.001
	1.56

	ASNS
	ILMN_14195
	NM_133436.1
	0.007
	1.56

	PERP
	ILMN_4512
	NM_022121.2
	0.006
	1.55

	GLS2
	ILMN_2822
	NM_013267.2
	0.002
	1.55

	FCER2
	ILMN_12030
	NM_002002.3
	0.005
	1.54

	GNG8
	ILMN_25463
	NM_033258.1
	0.003
	1.54

	PRR5
	ILMN_5069
	NM_001017530.1
	0.001
	1.54

	BRMS1L
	ILMN_11636
	NM_032352.3
	0.001
	1.53

	C12orf25
	ILMN_9541
	NM_032130.1
	0.002
	1.53

	IKIP
	ILMN_10278
	NM_153687.2
	0.002
	1.52

	RRAS2
	ILMN_30083
	NM_012250.3
	0.003
	1.52

	SNFT
	ILMN_7180
	NM_018664.1
	0.008
	1.51

	SCD
	ILMN_25431
	NM_005063.4
	0.04
	1.51

	PLK3
	ILMN_8968
	NM_004073.2
	0.002
	1.51

	RCN1
	ILMN_8159
	NM_002901.1
	0.002
	1.50

	PAICS
	ILMN_6032
	NM_006452.2
	0.044
	1.50

	ARHGEF6
	ILMN_26689
	NM_004840.2
	0.001
	0.67

	SLC44A2
	ILMN_5176
	NM_020428.2
	0.001
	0.67

	SH2D3C
	ILMN_8703
	NM_170600.1
	0.002
	0.67

	INPP5D
	ILMN_10862
	NM_001017915.1
	0.001
	0.67

	SUSD3
	ILMN_11008
	NM_145006.2
	0.001
	0.67

	DEF6
	ILMN_27305
	NM_022047.2
	0.002
	0.66

	MGC17624
	ILMN_26575
	NM_206967.1
	0.002
	0.66

	CCND3
	ILMN_2459
	NM_001760.2
	0.001
	0.66

	FAM62A
	ILMN_25454
	NM_015292.1
	0.001
	0.65

	C16orf30
	ILMN_25974
	NM_024600.1
	0.002
	0.65

	BRDG1
	ILMN_7936
	NM_012108.1
	0.007
	0.65

	MUM1
	ILMN_23934
	NM_032853.2
	0.001
	0.64

	NMT2
	ILMN_7780
	NM_004808.1
	0.002
	0.64

	IL16
	ILMN_6720
	NM_172217.1
	0.001
	0.64

	CD72
	ILMN_20590
	NM_001782.1
	0.006
	0.64

	SEMA4B
	ILMN_25026
	NM_020210.2
	0.003
	0.63

	ZNF395
	ILMN_17231
	NM_018660.2
	0.007
	0.63

	TRAF5
	ILMN_8631
	NM_004619.3
	0.001
	0.62

	C9orf111
	ILMN_22221
	NM_152286.2
	0.003
	0.62

	FCRLM1
	ILMN_2598
	NM_032738.3
	0.016
	0.62

	GGA2
	ILMN_17168
	NM_015044.3
	0.003
	0.62

	LYL1
	ILMN_18317
	NM_005583.3
	0.002
	0.62

	KLF2
	ILMN_9994
	NM_016270.2
	0.001
	0.61

	
	
	
	
	

	Symbol
	TargetID
	Accession 
	Adjusted p-value
	Fold change

	TNFSF12
	ILMN_24599
	NM_003809.2
	0.001
	0.61

	OSBPL10
	ILMN_11112
	NM_017784.3
	0.001
	0.61

	PTPRCAP
	ILMN_8267
	NM_005608.2
	0.003
	0.61

	PRICKLE1
	ILMN_15149
	NM_153026.1
	0.001
	0.61

	ACTN1
	ILMN_28160
	NM_001102.2
	0.043
	0.60

	HIP1R
	ILMN_23615
	NM_003959.1
	0.001
	0.60

	TBC1D10C
	ILMN_19480
	NM_198517.2
	0.001
	0.60

	LOC90925
	ILMN_10080
	NM_175870.3
	0.002
	0.60

	CD19
	ILMN_2004
	NM_001770.3
	0.001
	0.60

	LY9
	ILMN_22187
	NM_002348.2
	0.002
	0.59

	LHPP
	ILMN_15724
	NM_022126.2
	0.002
	0.59

	C9orf45
	ILMN_21803
	NM_030814.4
	0.001
	0.59

	FCRL2
	ILMN_3325
	NM_138738.2
	0.002
	0.58

	HPCAL1
	ILMN_11657
	NM_002149.2
	0.007
	0.58

	UCP2
	ILMN_14172
	NM_003355.2
	0.01
	0.57

	RNASET2
	ILMN_412
	NM_003730.3
	0.003
	0.57

	KIAA0125
	ILMN_6408
	NM_014792.2
	0.001
	0.57

	CENTB1
	ILMN_6952
	NM_014716.2
	0.001
	0.57

	GZMA
	ILMN_21648
	NM_006144.2
	0.003
	0.57

	SIPA1
	ILMN_17494
	NM_153253.28
	0.001
	0.56

	MGC24665
	ILMN_5047
	NM_152308.1
	0.001
	0.56

	ADAM28
	ILMN_4121
	NM_021777.2
	0.002
	0.55

	BTK
	ILMN_28021
	NM_000061.1
	0.015
	0.55

	TCL1A
	ILMN_21642
	NM_021966.1
	0.002
	0.54

	ADAM28
	ILMN_4121
	NM_021777.2
	0.001
	0.54

	IGJ
	ILMN_23930
	NM_144646.2
	0.002
	0.54

	BCAS4
	ILMN_21706
	NM_017843.3
	0.001
	0.53

	HLA-DMB
	ILMN_2252
	NM_002118.3
	0.002
	0.52

	BANK1
	ILMN_25922
	NM_017935.2
	0.001
	0.51

	AFF3
	ILMN_25998
	NM_002285.2
	0.002
	0.50

	ELL3
	ILMN_26458
	NM_025165.2
	0.001
	0.49

	CD79B
	ILMN_138839
	NM_021602.1
	0.002
	0.47

	CCR6
	ILMN_8000
	NM_031409.2
	0.001
	0.46

	RASGRP2
	ILMN_10397
	NM_005825.2
	0.001
	0.43

	CD79A
	ILMN_137396
	NM_001783.2
	0.001
	0.41

	CD79A
	ILMN_137396
	NM_001783.2
	0.001
	0.40

	CD79B
	ILMN_139125
	NM_000626.1
	0.001
	0.34

	VPREB3
	ILMN_2270
	NM_013378.1
	0.002
	0.33

	SLC2A5
	ILMN_14785
	NM_003039.1
	0.001
	0.31

	GNG7
	ILMN_22105
	NM_052847.1
	0.001
	0.26


Supplementary Table 2: Radiation-induced gene expression in EBV-transformed cells 
(n = 24; Fold change > 50%, adjusted p-value < 0.05)

	Symbol
	TargetID
	Accession 
	Adjusted p-value
	Fold change

	PHLDA3
	ILMN_24559
	NM_012396.2
	0.001
	3.35

	SESN1
	ILMN_5404
	NM_014454.1
	0.001
	3.30

	VWCE
	ILMN_18416
	NM_152718.1
	0.001
	3.08

	CDKN1A
	ILMN_5895
	NM_078467.1
	0.001
	3.05

	GDF15
	ILMN_2688
	NM_004864.1
	0.001
	2.90

	FDXR
	ILMN_4832
	NM_024417.1
	0.001
	2.53

	GADD45A
	ILMN_17355
	NM_001924.2
	0.001
	2.43

	CDKN1A
	ILMN_5895
	NM_078467.1
	0.001
	2.43

	FHL2
	ILMN_20831
	NM_001450.3
	0.001
	2.34

	XPC
	ILMN_4555
	NM_004628.3
	0.001
	2.24

	PPM1D
	ILMN_7760
	NM_003620.2
	0.001
	2.23

	ASTN2
	ILMN_16734
	NM_014010.3
	0.001
	2.16

	LOC134147
	ILMN_1485
	NM_138809.2
	0.001
	2.12

	CEACAM1
	ILMN_20142
	NM_001024912.1
	0.001
	2.11

	TRIAP1
	ILMN_13988
	NM_016399.2
	0.001
	2.08

	DDB2
	ILMN_425
	NM_000107.1
	0.001
	2.02

	C12orf5
	ILMN_11001
	NM_020375.1
	0.001
	2.00

	PAPLN
	ILMN_4286
	NM_173462.2
	0.001
	2.00

	TP53I3
	ILMN_2007
	NM_147184.1
	0.001
	1.98

	E2F7
	ILMN_4548
	NM_203394.1
	0.001
	1.97

	LRDD
	ILMN_767
	NM_018494.3
	0.001
	1.96

	OTP
	ILMN_4247
	NM_032109.2
	0.001
	1.94

	ATF3
	ILMN_6468
	NM_001030287.1
	0.001
	1.92

	PSTPIP2
	ILMN_16733
	NM_024430.2
	0.001
	1.91

	SESN2
	ILMN_7290
	NM_031459.3
	0.001
	1.91

	PXT1
	ILMN_21991
	NM_152990.2
	0.001
	1.89

	RRM2B
	ILMN_11053
	NM_015713.3
	0.001
	1.89

	GAL3ST4
	ILMN_27424
	NM_024637.3
	0.001
	1.87

	ISG20L1
	ILMN_12401
	NM_022767.2
	0.001
	1.86

	FLJ11259
	ILMN_20048
	NM_018370.1
	0.001
	1.82

	PRKAB1
	ILMN_23188
	NM_006253.4
	0.001
	1.82

	GLS2
	ILMN_2822
	NM_013267.2
	0.001
	1.79

	NINJ1
	ILMN_21540
	NM_004148.2
	0.001
	1.78

	ANKRA2
	ILMN_16224
	NM_023039.2
	0.001
	1.76

	HES2
	ILMN_15240
	NM_019089.3
	0.001
	1.75

	FBXO22
	ILMN_5718
	NM_012170.2
	0.001
	1.72

	TNFRSF10B
	ILMN_5337
	NM_003842.3
	0.001
	1.70

	RGS12
	ILMN_15717
	NM_002926.2
	0.002
	1.70

	ZNF79
	ILMN_23438
	NM_007135.1
	0.001
	1.70

	SERTAD1
	ILMN_7061
	NM_013376.1
	0.001
	1.70

	RGS16
	ILMN_16445
	NM_002928.2
	0.001
	1.69

	IBRDC3
	ILMN_1442
	NM_153341.1
	0.001
	1.69

	CYP4F3
	ILMN_20221
	NM_000896.1
	0.001
	1.69

	BAIAP2L1
	ILMN_16050
	NM_018842.3
	0.001
	1.68

	ZNF337
	ILMN_3280
	NM_015655.2
	0.001
	1.66

	CABC1
	ILMN_17033
	NM_020247.3
	0.001
	1.66

	MGC59937
	ILMN_13120
	NM_199001.1
	0.001
	1.66

	PCNA
	ILMN_6858
	NM_182649.1
	0.002
	1.65

	EDA2R
	ILMN_20922
	NM_021783.2
	0.001
	1.65


	
	
	
	
	


	Symbol
	TargetID
	Accession 
	Adjusted p-value
	Fold change

	TM7SF3
	ILMN_7797
	NM_016551.1
	0.001
	1.65

	SPATA18
	ILMN_20280
	NM_145263.1
	0.001
	1.64

	WIG1
	ILMN_9027
	NM_152240.1
	0.001
	1.63

	INPP1
	ILMN_15372
	NM_002194.2
	0.001
	1.63

	FBXO22
	ILMN_10148
	NM_147188.1
	0.001
	1.62

	EI24
	ILMN_8791
	NM_004879.3
	0.001
	1.62

	PLEKHF1
	ILMN_25787
	NM_024310.2
	0.001
	1.62

	TP53INP1
	ILMN_16203
	NM_033285.2
	0.001
	1.61

	BRMS1L
	ILMN_11636
	NM_032352.3
	0.001
	1.61

	MDM2
	ILMN_21265
	NM_002392.2
	0.001
	1.60

	TMEM57
	ILMN_139394
	NM_018202.2
	0.001
	1.60

	ZFP90
	ILMN_4714
	NM_133458.1
	0.001
	1.60

	MGC26718
	ILMN_27823
	NM_001029999.1
	0.001
	1.60

	FUCA1
	ILMN_14069
	NM_000147.2
	0.004
	1.60

	STS-1
	ILMN_20786
	NM_032873.3
	0.001
	1.59

	C12orf54
	ILMN_26449
	NM_152319.2
	0.003
	1.59

	CP110
	ILMN_12815
	NM_014711.3
	0.001
	1.59

	TTYH3
	ILMN_22026
	NM_025250.2
	0.001
	1.58

	DUSP14
	ILMN_9561
	NM_007026.1
	0.001
	1.58

	TNFSF9
	ILMN_18030
	NM_003811.2
	0.001
	1.58

	RetSat
	ILMN_28492
	NM_017750.2
	0.001
	1.57

	ZFYVE1
	ILMN_6420
	NM_021260.1
	0.001
	1.57

	C10orf10
	ILMN_8623
	NM_007021.2
	0.001
	1.57

	SCRIB
	ILMN_1684
	NM_015356.2
	0.001
	1.57

	SULF2
	ILMN_18271
	NM_018837.2
	0.004
	1.57

	FLJ45909
	ILMN_137811
	NM_198445.1
	0.001
	1.57

	FAS
	ILMN_9068
	NM_152871.1
	0.001
	1.56

	IER5
	ILMN_18737
	NM_016545.3
	0.001
	1.55

	EI24
	ILMN_8791
	NM_004879.3
	0.001
	1.55

	TNFSF7
	ILMN_19983
	NM_001252.2
	0.001
	1.54

	IER3
	ILMN_14915
	NM_052815.1
	0.001
	1.54

	FEZ1
	ILMN_28992
	NM_005103.3
	0.001
	1.54

	FOSL1
	ILMN_2127
	NM_005438.2
	0.001
	1.53

	HRAS
	ILMN_11181
	NM_176795.2
	0.001
	1.53

	MGC13024
	ILMN_13465
	NM_152288.1
	0.001
	1.52

	TNFSF4
	ILMN_8432
	NM_003326.2
	0.003
	1.51

	BUB1B
	ILMN_15300
	NM_001211.4
	0.001
	0.66

	SH2D3C
	ILMN_8703
	NM_170600.1
	0.001
	0.66

	DKFZp762E1312
	ILMN_137041
	NM_018410.2
	0.001
	0.66

	CCR6
	ILMN_8000
	NM_031409.2
	0.001
	0.66

	UBE2S
	ILMN_7444
	NM_014501.1
	0.001
	0.65

	CCNA2
	ILMN_16427
	NM_001237.2
	0.001
	0.65

	SGOL2
	ILMN_743
	NM_152524.3
	0.001
	0.65

	PRC1
	ILMN_20465
	NM_003981.2
	0.001
	0.64

	NEK2
	ILMN_14211
	NM_002497.2
	0.001
	0.64

	FLJ22624
	ILMN_5157
	NM_024808.2
	0.001
	0.63

	C15orf23
	ILMN_28790
	NM_033286.1
	0.001
	0.63

	UBE2C
	ILMN_6398
	NM_181803.1
	0.001
	0.63

	ERN1
	ILMN_20244
	NM_152461.2
	0.001
	0.62

	KIF23
	ILMN_11802
	NM_004856.4
	0.001
	0.62

	TROAP
	ILMN_13141
	NM_005480.2
	0.001
	0.62

	CDCA2
	ILMN_19331
	NM_152562.2
	0.001
	0.61

	DEPDC1
	ILMN_25582
	NM_017779.3
	0.001
	0.60





	Supplementary Table 3.
	
	
	
	

	Radiation-induced mRNA expression changes in blood samples from 12 radiosensitive and 12 matched  normally reacting patients 

	Selection criteria were: adjusted P value  < 0.025 and Fold change > 50% in at least one of both groups

	
	
	
	
	
	
	

	Radiosensitive patients
	
	Normally reacting patients

	Gene ID*
	Fold change
	Adjusted

P value
	Score**
	Fold change
	adjusted
P value
	Score**

	GNG7.3390762
	0,247
	2,82E-04
	-1
	0,272
	2,19E-05
	-1

	SLC2A5.1340025
	0,269
	3,82E-04
	-1
	0,367
	3,98E-03
	-1

	CD79B.240471
	0,320
	5,93E-04
	-1
	0,371
	8,47E-04
	-1

	CD79A.830674
	0,400
	1,76E-03
	-1
	0,404
	3,82E-05
	-1

	CD79A.5810072
	0,416
	1,76E-03
	-1
	0,405
	7,42E-03
	-1

	RASGRP2.3780022
	0,418
	4,27E-04
	-1
	0,449
	2,90E-05
	-1

	CCR6.4230021
	0,437
	4,67E-04
	-1
	0,483
	2,07E-04
	-1

	CD79B.50301
	0,457
	9,16E-03
	-1
	0,493
	1,63E-02
	-1

	ELL3.650021
	0,482
	2,08E-04
	-1
	0,506
	3,13E-05
	-1

	GZMA.6370367
	0,487
	8,80E-03
	-1
	0,657
	1,57E-02
	-1

	AFF3.630521
	0,491
	1,51E-02
	-1
	0,508
	3,20E-03
	-1

	ADAM28.2630075
	0,503
	8,49E-03
	-1
	0,586
	5,14E-04
	-1

	FCRL2.6550440
	0,509
	1,60E-03
	-1
	0,655
	1,83E-02
	-1

	IGJ.6450672
	0,510
	3,91E-03
	-1
	0,562
	1,49E-02
	-1

	KIAA0125.6330414
	0,514
	3,17E-04
	-1
	0,631
	1,97E-03
	-1

	BANK1.1710279
	0,517
	4,67E-04
	-1
	0,497
	2,86E-04
	-1

	BCAS4.6550427
	0,519
	6,49E-03
	-1
	0,550
	3,90E-03
	-1

	MGC24665.4290465
	0,531
	5,67E-03
	-1
	0,591
	2,23E-03
	-1

	ADAM28.70193
	0,536
	6,47E-03
	-1
	0,569
	7,51E-03
	-1

	TCL1A.2450753
	0,536
	1,51E-02
	-1
	0,552
	2,69E-03
	-1

	LHPP.5870025
	0,546
	1,64E-02
	-1
	0,644
	4,10E-03
	-1

	CENTB1.3400731
	0,561
	5,93E-04
	-1
	0,572
	2,01E-03
	-1

	CD19.1660091
	0,570
	4,39E-03
	-1
	0,622
	3,08E-03
	-1

	C9orf45.5870730
	0,581
	2,40E-02
	-1
	0,594
	2,90E-05
	-1

	TBC1D10C.5260204
	0,583
	3,27E-03
	-1
	0,610
	1,23E-03
	-1

	KLF2.5290537
	0,588
	4,24E-03
	-1
	0,643
	1,06E-03
	-1

	HIP1R.2450253
	0,595
	6,02E-03
	-1
	0,604
	3,82E-05
	-1

	TNFSF12.540241
	0,601
	1,76E-03
	-1
	0,628
	2,32E-03
	-1

	PRICKLE1.6110121
	0,608
	1,20E-03
	-1
	0,606
	1,47E-03
	-1

	TRAF5.2070750
	0,627
	2,24E-04
	-1
	0,621
	3,19E-03
	-1

	MUM1.6040259
	0,649
	3,57E-04
	-1
	0,637
	3,92E-05
	-1

	HLA-DMB.5870743
	0,480
	3,91E-03
	-1
	0,561
	2,57E-02
	0

	BTK.4010491
	0,520
	6,47E-03
	-1
	0,574
	3,64E-01
	0

	OSBPL10.1240088
	0,556
	1,61E-05
	-1
	0,676
	1,93E-03
	0

	GGA2.6270364
	0,587
	2,24E-02
	-1
	0,656
	2,53E-02
	0

	IL16.2370274
	0,602
	1,07E-04
	-1
	0,681
	1,23E-03
	0

	BIN1.5890333
	0,623
	6,33E-04
	-1
	0,740
	3,28E-02
	0

	ITGB7.2370561
	0,626
	1,14E-02
	-1
	0,749
	7,93E-02
	0

	CORO1A.2690491
	0,627
	1,10E-03
	-1
	0,589
	8,36E-01
	0

	SPON1.2940142
	0,627
	8,54E-03
	-1
	0,765
	4,03E-03
	0

	C16orf30.4210647
	0,627
	1,68E-02
	-1
	0,678
	3,19E-02
	0

	ARHGEF6.4730647
	0,632
	7,24E-04
	-1
	0,704
	5,14E-04
	0

	FAM62A.1110215
	0,637
	1,55E-05
	-1
	0,673
	7,01E-03
	0

	UNC84B.5570750
	0,638
	3,26E-03
	-1
	0,724
	7,79E-02
	0

	Radiosensitive patients
	
	Normally reacting patients

	Gene ID*
	Fold change
	Adjusted

P value
	Score**
	Fold change
	adjusted
P value
	Score**

	SH2D3C.1240181
	0,640
	6,89E-03
	-1
	0,695
	2,09E-02
	0

	CCND3.1510692
	0,641
	1,79E-03
	-1
	0,681
	4,95E-04
	0

	INPP5D.620059
	0,645
	4,57E-05
	-1
	0,689
	1,23E-02
	0

	PRKCB1.1570414
	0,645
	1,63E-02
	-1
	0,711
	5,14E-04
	0

	SSH2.2850270
	0,648
	3,99E-03
	-1
	0,746
	2,80E-02
	0

	FLOT2.5720475
	0,653
	5,93E-04
	-1
	0,706
	1,15E-02
	0

	AP3M2.3780427
	0,661
	4,07E-04
	-1
	0,706
	1,97E-03
	0

	E2F5.7400253
	0,665
	5,93E-04
	-1
	0,726
	9,40E-05
	0

	VPREB3.360066
	0,306
	2,78E-02
	0
	0,352
	9,25E-03
	-1

	HPCAL1.20670
	0,521
	1,26E-01
	0
	0,637
	1,70E-03
	-1

	RNASET2.5310131
	0,539
	5,90E-02
	0
	0,602
	1,35E-02
	-1

	SIPA1.5900180
	0,553
	2,95E-02
	0
	0,570
	9,57E-05
	-1

	LOC90925.7550753
	0,576
	2,53E-02
	0
	0,617
	2,50E-03
	-1

	LY9.450037
	0,577
	7,00E-02
	0
	0,610
	6,61E-04
	-1

	FCRLM1.290279
	0,578
	1,98E-01
	0
	0,666
	3,19E-03
	-1

	ZNF395.4480026
	0,591
	1,18E-01
	0
	0,662
	1,85E-02
	-1

	C9orf111.360341
	0,609
	1,41E-01
	0
	0,634
	3,91E-04
	-1

	LYL1.3850678
	0,609
	4,31E-02
	0
	0,628
	9,84E-03
	-1

	PTPRCAP.5720072
	0,612
	6,99E-02
	0
	0,610
	1,15E-02
	-1

	SUSD3.5890717
	0,675
	1,47E-02
	0
	0,657
	7,09E-05
	-1

	NMT2.2760398
	0,682
	2,83E-02
	0
	0,602
	5,49E-03
	-1

	DEF6.60044
	0,687
	4,33E-02
	0
	0,643
	5,83E-03
	-1

	LAMA5.2030102
	0,711
	7,65E-02
	0
	0,658
	3,53E-04
	-1

	SLC44A2.4050523
	0,712
	3,77E-02
	0
	0,625
	4,78E-04
	-1

	IFNG.1030709
	1,171
	1,00E+00
	0
	1,683
	1,15E-02
	1

	CDS2.4490187
	1,325
	7,37E-02
	0
	1,502
	1,15E-02
	1

	PUS7.2650131
	1,334
	1,84E-01
	0
	1,541
	2,79E-03
	1

	TRIM32.6040050
	1,397
	4,87E-03
	0
	1,511
	1,88E-03
	1

	HIST1H4H.4730195
	1,452
	1,32E-01
	0
	1,502
	1,01E-02
	1

	RPL34.1400255
	1,475
	4,87E-02
	0
	1,512
	8,69E-03
	1

	IKIP.1690079
	1,491
	8,46E-02
	0
	1,544
	8,47E-04
	1

	GRHPR.5050093
	1,497
	3,63E-03
	0
	1,502
	1,95E-04
	1

	C12orf25.1580064
	1,499
	7,00E-02
	0
	1,563
	2,31E-03
	1

	FCER2.5550026
	1,551
	1,12E-01
	0
	1,530
	1,85E-02
	1

	SLC7A1.2970739
	1,704
	2,83E-02
	0
	1,512
	5,74E-03
	1

	ARP10.5820048
	1,741
	3,79E-02
	0
	1,827
	5,73E-04
	1

	NFKB2.70048
	1,743
	1,27E-01
	0
	1,591
	1,06E-03
	1

	BCL2L1.2350358
	1,768
	2,81E-02
	0
	1,743
	1,46E-03
	1

	PSAT1.940551
	1,847
	8,38E-02
	0
	1,761
	2,23E-03
	1

	ABTB2.3830327
	1,893
	2,98E-02
	0
	1,808
	1,86E-02
	1

	NME1.360114
	1,952
	3,29E-02
	0
	2,204
	3,57E-04
	1

	CD80.4890138
	2,153
	4,01E-02
	0
	1,880
	9,00E-03
	1

	IRF4.60768
	2,178
	3,75E-02
	0
	1,641
	3,20E-03
	1

	CYB5A.4780521
	1,508
	6,20E-03
	1
	1,388
	1,15E-02
	0

	NIFUN.510187
	1,517
	1,18E-02
	1
	1,461
	1,26E-03
	0

	POPDC2.4480639
	1,518
	7,04E-03
	1
	1,459
	1,09E-03
	0

	PLEKHG1.5390224
	1,524
	3,08E-03
	1
	1,450
	4,10E-03
	0

	EDA2R.1740592
	1,524
	2,83E-03
	1
	1,430
	7,64E-05
	0

	TMEM88.3830370
	1,557
	4,61E-03
	1
	1,365
	1,52E-02
	0

	RCN1.6380138
	1,558
	8,75E-03
	1
	1,453
	1,85E-02
	0

	PLK3.620189
	1,582
	2,74E-03
	1
	1,438
	6,17E-02
	0

	BAX.4830370
	1,848
	5,89E-03
	1
	1,721
	3,12E-02
	0

	Radiosensitive patients
	
	Normally reacting patients

	Gene ID*
	Fold change
	Adjusted

P value
	Score**
	Fold change
	adjusted
P value
	Score**

	CD40.540725
	1,980
	3,08E-03
	1
	1,922
	1,08E-01
	0

	TRAF4.4120609
	2,024
	1,73E-02
	1
	1,760
	1,25E-01
	0

	BRMS1L.5310008
	1,533
	1,66E-03
	1
	1,532
	1,23E-03
	1

	GLS2.2970114
	1,537
	1,87E-02
	1
	1,563
	4,81E-03
	1

	PRKAB1.6660367
	1,552
	7,80E-03
	1
	1,661
	2,07E-03
	1

	BAIAP2L1.3840451
	1,565
	8,72E-03
	1
	1,550
	7,01E-03
	1

	PRR5.3610528
	1,571
	7,80E-03
	1
	1,502
	9,57E-05
	1

	GPR137.4730608
	1,592
	3,23E-03
	1
	1,701
	1,90E-04
	1

	FBXO22.7400706
	1,594
	5,34E-03
	1
	1,828
	3,53E-04
	1

	FBXO22.2370072
	1,597
	2,74E-03
	1
	1,760
	1,90E-04
	1

	PYHIN1.3940458
	1,599
	5,39E-03
	1
	1,514
	3,76E-03
	1

	MGC13170.5270131
	1,623
	8,75E-03
	1
	1,533
	8,46E-04
	1

	LOC134147.110408
	1,635
	9,59E-03
	1
	1,714
	6,73E-03
	1

	TNFRSF10D.1260743
	1,637
	1,00E-03
	1
	1,604
	2,09E-03
	1

	SAC3D1.6130630
	1,640
	4,39E-03
	1
	1,574
	2,87E-03
	1

	TLCD1.4070370
	1,644
	4,04E-03
	1
	1,598
	1,90E-02
	1

	JAM2.1260551
	1,644
	8,83E-04
	1
	1,587
	4,08E-04
	1

	EI24.4070719
	1,653
	5,02E-03
	1
	1,713
	3,53E-04
	1

	CD83.2340717
	1,658
	3,71E-03
	1
	1,557
	3,43E-04
	1

	C19orf36.2750161
	1,659
	2,72E-04
	1
	1,521
	4,03E-03
	1

	MDM2.2750128
	1,663
	6,20E-03
	1
	1,563
	4,54E-03
	1

	CCND1.6580019
	1,666
	1,08E-02
	1
	1,666
	4,81E-04
	1

	ZNF79.730630
	1,680
	9,04E-04
	1
	1,694
	1,54E-04
	1

	PHF16.4780762
	1,692
	4,24E-03
	1
	1,636
	1,90E-04
	1

	TNFSF9.5050025
	1,723
	4,57E-05
	1
	1,550
	2,50E-03
	1

	PYCR1.5690327
	1,782
	8,60E-03
	1
	1,660
	2,30E-02
	1

	C3orf15.6980255
	1,865
	1,92E-03
	1
	1,728
	4,20E-05
	1

	FAS.7610196
	1,873
	3,91E-03
	1
	1,757
	3,68E-04
	1

	ASCC3.7200161
	1,876
	8,59E-03
	1
	1,657
	4,84E-03
	1

	CDKN1A.3140066
	1,919
	1,99E-02
	1
	2,218
	1,45E-03
	1

	CCNG1.7570411
	1,937
	5,93E-04
	1
	1,758
	1,18E-02
	1

	TP53INP1.7380056
	1,937
	2,53E-04
	1
	1,978
	1,06E-03
	1

	C12orf5.7050706
	1,957
	3,79E-04
	1
	1,822
	3,62E-04
	1

	HIST1H2BD.3390075
	1,975
	1,08E-02
	1
	2,085
	1,28E-05
	1

	FHL2.7650441
	1,984
	5,93E-04
	1
	1,988
	1,18E-03
	1

	SLC7A6.2480402
	2,011
	8,92E-04
	1
	2,151
	5,31E-04
	1

	MTHFD1L.5890593
	2,065
	1,27E-02
	1
	1,981
	6,41E-04
	1

	IL21R.3930168
	2,076
	6,20E-03
	1
	1,834
	6,80E-05
	1

	C21orf42.6250458
	2,124
	1,14E-03
	1
	1,819
	1,61E-02
	1

	IER5.5670139
	2,242
	6,32E-03
	1
	2,082
	9,40E-05
	1

	PPM1D.2640397
	2,246
	5,00E-04
	1
	2,161
	2,19E-05
	1

	RPS27L.1690605
	2,317
	2,21E-06
	1
	2,356
	2,28E-07
	1

	XPC.290189
	2,354
	2,53E-04
	1
	2,337
	1,73E-05
	1

	ACTA2.430338
	2,503
	1,45E-03
	1
	2,657
	1,73E-05
	1

	IGFBP4.5550187
	2,564
	1,20E-03
	1
	2,583
	6,13E-03
	1

	SESN1.3310377
	2,742
	2,21E-06
	1
	2,827
	7,64E-05
	1

	PHPT1.6130717
	2,767
	8,92E-04
	1
	2,737
	1,22E-05
	1

	PHLDA3.4010010
	2,771
	9,57E-04
	1
	2,701
	8,80E-05
	1

	TRIAP1.5080154
	2,972
	6,76E-06
	1
	2,622
	7,69E-05
	1

	TNFSF4.1440341
	3,211
	8,73E-05
	1
	3,224
	5,59E-05
	1

	DDB2.4540703
	3,214
	1,50E-05
	1
	2,809
	2,19E-05
	1

	VWCE.6520072
	3,243
	4,29E-03
	1
	3,444
	2,91E-04
	1

	Radiosensitive patients
	
	Normally reacting patients

	Gene ID*
	Fold change
	Adjusted

P value
	Score**
	Fold change
	adjusted
P value
	Score**

	GADD45A.3140239
	3,725
	8,96E-04
	1
	3,296
	3,90E-03
	1

	TNFRSF10B.6450767
	3,962
	3,57E-05
	1
	3,792
	1,73E-05
	1

	ISG20L1.1940274
	5,605
	2,69E-08
	1
	5,271
	5,72E-11
	1

	PCNA.4540554
	5,705
	4,43E-05
	1
	4,643
	5,93E-06
	1

	TNFSF7.580041
	6,109
	1,16E-05
	1
	6,158
	2,86E-06
	1

	FDXR.780373
	12,040
	9,15E-06
	1
	12,560
	4,58E-08
	1

	
	
	
	
	
	
	

	* Gene ID represents gene name and identification number on array
	

	** Score: negativ values indicate downregulation by irradiation, positive values upregultation, 0 represents no change in the respective patient group. Genes underlied in grey are differentially regulated in both groups.


