Additional file 9 Pathway enrichment analysis of differentially expressed genes in HN2092 after radiochemotherapy treatment

(FDR<0.05)
Number of  Proteins
Gene Set Proteins in from p-value FDR Nodes
GeneSet Network
RNA Polymerase |, RNA HIST1H2BN,HIST1H2BJ,HIST1H4A,RRN3,HIST2H2AC,BRF2,POLR1C,
Polymerase Ill, and 109 13 0 <1.000E-04 HIST1H2AB,HIST1H2AC,HIST1H2AD,HIST1H2BB,HIST1H2BD,HIST1H
Mitochondrial Transcription(R) 2AJ
HIST1H2BN,HIST1H2BJ,HIST1H4A,HIST2H2AC,NCAPH2,HIST1H2AB,
Mitotic Prophase(R) 99 13 0 <1.111E-04 HIST1H2AC,HIST1H2AD,NUP210,HIST1H2BB,HIST1H2BD,CCNB1,HIS
T1H2AJ
HIST1H2BN,HIST1H2BJ,CREB3L4,HIST1H4A GNGT1,HIST2H2AB, HIS
Alcoholism(K) 180 17 0 <1.250E-04 T2H2AC,FOSB,HIST1H2AB,HIST1H2AC,HISTIH2AG,HIST1H2AD,HIST
1H2BB,HIST1H2BD,NRAS, HIST1H2AH,HIST1H2AJ
HIST1H2BN,HIST1H2BJ,HIST1HA4A, HIST2H2AC,HIST1H2AB, HIST1H2
Nucleosome assembly(R) 45 10 0 <1.429B-04  sC HIST1H2AD,HISTIH2BB,HIST1H2BD, HISTIH2AJ
Senescence.Associated HIST1H2BN,HIST1H2BJ,FZR1,HIST1H4A, HIST2H2AC,UBE2C, HIST1H
75 13 0 <1.667E-04 2AB,HIST1H2AC,HIST1H2AD,HIST1H2BB,HIST1H2BD,RPS6KA2,HIST
Secretory Phenotype (SASP)(R) 1H2AJ
o . HIST1H2BN,HIST1H2BJ,STAG3,HIST1H4A, SMC1A,HIST2H2AC, HIST1
Meiotic Synapsis(R) 57 12 0 <2.000B-04 15 \B HISTIH2AC,HIST1H2AD,HIST1H2BB,HIST1H2BD,HIST1H2AJ
" . HIST1H2BN,HIST1H2BJ,MRE11A,HIST1H4A MLH1,HIST2H2AC, HIST1
Meiotic Recombination(R) 54 12 0 <2.500E-04 15> AB HISTIH2AC, HIST1H2AD,HIST1H2BB, HIST1H2BD, HIST1H2AJ
Chromatin modifvin MBIP,HIST1H2BN,HIST1H2BJ,ZZZ3,HIST1H4A TAF9,HIST2H2AB,HIST
enzymes(R) ying 105 16 0 <3.333E-04 2H2AC,HIST1H2AB,HIST1H2AC,HIST1H2AG,HIST1H2AD,HIST1H2BB,
y HIST1H2BD,HIST1H2AH,HIST1H2AJ
HIST1H2BN,HIST1H2BJ,LIG1,HIST1H4A HIST2H2AC, HISTLH2AB, HIS
Telomere Maintenance(R) 59 13 0 <5.000E-04 T1H2AC,HIST1H2AD,POLAL,POLA2,HIST1H2BB,HIST1H2BD,HIST1H2
AJ
DNA Damage/Telomere Stress 58 16 0 <1.000E-03 HIST1H2BN,HIST1H2BJ,MRE11A HIST1H4A HIST2H2AC,HIST1H1E,HI

Induced Senescence(R)

ST1H1D,HIST1H1B,HIST1IH1A HMGA2,HIST1H2AB,HIST1IH2AC,HIST1
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H2AD,HIST1H2BB,HIST1H2BD,HIST1H2AJ

HIST1H2BN,HIST1H2BJ,HIST1H4A HIST2H2AB,HIST2H2AC,HIST1H2
AB,HIST1H2AC,HIST1H2AG,HIST1H2AD,HIST1H2BB,HIST1H2BD,HIS
T1H2AH,HIST1H2AJ

CBX6,HIST1IH2BN,HIST1H2BJ,HIST1H4A HIST2H2AC,HIST1H2AB,HIS
T1H2AC,HIST1H2AD,HIST1H2BB,HIST1H2BD,HIST1H2AJ

EGFR,PIDD,HSPA1A, TAF9,ATF3,PLK3,MLH1,GADD45A,SNAI2,CCNB1
ASS1,ASL,PFKL,CTH,PHGDH,PSAT1,CBS

DNMT3B,DNMT3A,TST,CTH,CBS
MVD,HMGCS1,FDPS,HSD17B7

EDN1,GNGT1,GNAQ

ASS1,ASL, TST,GLS,CTH,ASNS,PHGDH,PSAT1,CBS

PLAT,PLAU,SERPINB2
ATF3,TPP1,ASNS,HSPA5,MBTPS2,HSP90B1
CREB3L4,EGFR,HSPA1A,GNAQ,HSPA8,NRAS,HSP90B1
CLSPN,HIST1H1E,HIST1IH1D,HIST1H1B,HIST1H1A

ASS1,ASL,GLS,ASNS

(B) BioCarta, (K) KEGG Pathway, (N) NCI - Nature Curated Data, (P) pantherdb, (R) Reactome
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