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Supplementary Figure 1: Genotypically-estimated leukocyte telomere length (LTL) is not associated with subject age 
or sex. (A) Boxplots comparing genotypically-estimated LTL in females (blue) and males (red), stratified by glioma case-
control status, in AGS subjects. (B) Scatter-plot of genotypically-estimated LTL and subject age in AGS glioma patients. 
(C) Scatter-plot of genotypically-estimated LTL and subject age in AGS glioma controls. 
 
 
 



 
Supplementary Figure 2: Boxplot comparing genotypically-estimated leukocyte telomere length (LTL) in 1130 glioma 
patients and 6294 controls from the UCSF AGS, TCGA, and WTCCC after excluding contributions from known glioma 
risk genes (TERC, TERT, and RTEL1) and retaining contributions from ACYP2, NAF1, OBFC1, CTC1 and ZNF208. P-values 
are adjusted for the first two ancestry-informative principal components and for genotyping platform. 

 

 

 



 
 
Supplementary Figure 3. Associations between the effects of eight SNPs on leukocyte telomere length (LTL) in the 
ENGAGE Consortium and glioma risk in the UCSF AGS, TCGA, and WTCCC. (A) For all eight LTL-associated SNPs, the 
allele associated with longer LTL was associated with increased glioma risk (Psign-test=7.8x10-3). (B) The proportion of 
variance in LTL explained by each SNP was positively but non-significantly correlated with the proportion of variance in 
glioma risk explained by that SNP (r=0.55, P=0.16). The proportion of variance explained is expressed as a percentage. 

 

 

 

 

 

 

 

 

 

 

 

 



 
 

 

 

 

 

 

 

 

 


