




























Supplementary Table 1: RNAi to identify putative regulators of alternative MALT1 splicing

Nr. Sample Gene Ratio MALT1A/MALT1B
1 con 0.32
2 con 0.25
3 A3 CELF2 0.26
4 A9 KHDRBS1 0.26
5 B3 RBM5 0.23
6 B4 RBM6 0.17
7 B5 RBMS1 0.13
8 B6 RBMS2 0.23
9 B7 SF3A1 0.30
10 B8 SF3A3 0.31
11 B10 SFRS11 0.27
12 B11 SFRS2 0.28
13 B12 SFRS7 0.23
14 C4 SRSF8 0.23
15 C5 TIA1 0.30
16 C7 CELF1 0.19
17 C8 SNRNP200 0.22
18 C10 FUS 0.28
19 C12 HNRNPK 0.28
20 D3 PTBP1 0.26
21 D4 ATXN2 0.16
22 D7 HNRNPC 0.16
23 D8 HNRNPF 0.18
24 D9 HNRNPH1 0.29
25 D10 HNRNPH2 0.15
26 D12 HNRNPL 0.18
27 E3 HNRNPU 0.65
28 E9 SFRS4 0.23
29 F6 SNRPC 0.23
30 F7 SNRPD1 0.21
31 F8 SNRPD3 0.30
32 F10 STAU1 0.18
33 G3 SF3A2 0.23
34 G5 SFRS9 0.14
35 G6 QKI 0.13
36 G7 RBM39 0.20
37 G8 RBM19 0.29
38 G12 RBM12 0.28
39 H3 RBM7 0.36
40 H4 HNRNPR 0.28
41 H5 SF3B4 0.23
42 H6 SRRM1 0.41
43 H7 KHDRBS3 0.28



44 H8 HNRNPA0 0.31
45 H9 SF3B2 0.32
46 H10 LSM6 0.31
47 H11 U2AF2 0.22
48 H12 RBM34 0.29
49 I3 RBFOX2 0.32
50 I4 SF3B1 0.23
51 I5 LSM4 0.31
52 I6 LSM14A 0.38
53 I7 STAU2 0.31
54 I8 LSM3 0.40
55 I9 RBMX 0.35
56 I10 RBM15B 0.30
57 I11 TRA2A 0.26
58 I12 SF3B14 0.24
59 J3 RBM27 0.31
60 J4 RBM47 0.31
61 J5 RBM28 0.37
62 J6 RBM22 0.36
63 J7 MBNL3 0.27
64 J8 LSM2 0.28
65 J9 PTBP2 0.28
66 J10 SF4 0.32
67 J11 RBM25 0.28
68 J12 RBM26 0.28
69 K3 ESRP2 0.24
70 K4 RBM4B 0.24
71 K5 HNRPLL 0.33
72 K6 SRSF12 0.34
73 K7 LSM14B 0.32
74 K8 RBM33 0.26
75 K9 HNRNPA3 0.23
76 K10 RBM12B 0.39
77 K11 HNRNPCL1 0.23

Supplementary Table 1: 

Relative mRNA ratios of MALT1A/MALT1B after transfection of smart pool siRNA into Jurkat T cells.
Quantification of radioactive PCR was done after denaturating PAGE using a PhosphoImager. 



Supplementary Table 2: Murine PCR primers 

Primer name Sequence (5’-3’)      

MALT1 ex6 fw ACCGAGACAGTCAAGATAGC 

MALT1 ex9/10 rev GACTTTGTCCTTTGCCAAAGG 

MALT1 ex5 fw  AAGTCCTATGCCTCACTACCAGTG 

MALT1 ex7/8 rev GTTTAATTCATCTTCAGTGCACTCC 

MALT1 ex6/8 rev GATGCCCCAAATTGTTTAATTCATCTATG 

MALT1 ex16 fw GGACTCCTGAAGAAACTGGCAGC 

MALT1 ex17 rev CTTCCCCACGTTCACCTCCTGC 

HMBS fw GCGCTAACTGGTCTGTAGGG 

HMBS rev TGAGGGAAAGGCAGATATGGAGG 

GAPDH fw ACCACAGTCCATGCCATCAC 

GAPDH rev TCCACCACCCTGTTGCTGTA 

IL-2 fw GAGTGCCAATTCGATGATGAG 

IL-2 rev AGGGCTTGTTGAGATGATGC 

hnRNP U fw ATCTCGAGAGACCGTCTGAG 

hnRNP U rev CTTCACCAAGCAACATTCCAC 

hnRNP D fw TGCAACTTATCCCCAACAGG 

hnRNP D rev TCCATTCAGGAACTTGATAGAAAA 

hnRNP H2 fw CATACCTGAAGTGGATTTTCTGTC 

hnRNP H2 rev CTGACCTTCACCACGAACC 

hnRNP K fw TCTGAAGATCGGATCATTACCA 

hnRNP K rev TCTTGCATTAGAATCCTTCAACAT 

hnRNP L fw TGACTGAGGAGAACTTCTTTGAGA 

hnRNP L rev CTCTTCGAGTCCCACTCCAG 

hnRNP LL fw AGACATGATGGCTATGGATCGC 

hnRNP LL rev CACTAACCATTACAACGGAGCCA 

hnRNP R fw TCTGGAAGAGTTCAGTAAAGTCACA 

hnRNP R rev GTGCTGCTGACTTGTGATCC 

SRSF3 fw TCGTCGTCCTCGAGATGATT 

SRSF3 rev CCTATCTCTAGAAAGTGACCTGCTC 

SRSF9 fw CGAGATCGAGCTCAAGAACC 

SRSF9 rev GTAACCGTTTCTTCCATAGATCG 

  



Supplementary Table 3: Human PCR primers 

Primer name Sequence (5’-3’)      

MALT1 ex6 fw (radioactive PCR) TAATGATCGAGACAGTCAAGATAGC 

MALT1 ex9/10 rev (radioactive PCR) AACCTTGTCCTTCGCCAAAG 

MALT1A fw GAAGGTAGAAATCATCATAGGAAG 

MALT1A rev GCTTTGAGCTTGGGGTGCTCC 

MALT1B fw  AAGCCCTATTCCTCACTACCAGTGG 

MALT1B rev GGATGACCAAGATTATTTAATTCATCTATG 

RP2 fw GCACCACGTCCAATGACAT 

RP2 rev GTGCGGCTGCTTCCATAA 

hnRNP U fw CGGTCCTCAAAATGAAAGGA 

hnRNP U rev CTATGGCCACCACCTCTGTT 

MALT1 in1-ex2 fw TGGAAGAAAGCTGTTGACTTGA 

MALT1 in1-ex2 rev TCCTTCAGGCTCCAGTACCTT 

MALT1 in5-ex6 fw TGTTATGTTTTGGAGCGTATTTTT 

MALT1 in5-ex6 rev CAAATCCACATAAGGCACCTA 

MALT1 ex6-in6 fw GACAGTCAAGATAGCAAGAAG 

MALT1 ex6-in6 rev CTTTGCTTAATTAAACGTTGCAG 

MALT1 in6/ex7-in7 fw TTTTCTGAAACAAGGAAGAACAGA 

MALT1 in6/ex7-in7 rev GTAGGCTAAAAGCACTCCAC 

MALT1 in7 fw AGAACCTAACTGTATTGCAAATGTATG 

MALT1 in7 rev CTTCAGTATTAGGCTCAACTCATT 

MALT1 in7/ex8-in8 fw ACACTATAACATGATTCACTGGC 

MALT1 in7/ex8-in8 rev TGTATTACTCACCAGGATGACC 

MALT1 in8 fw AAAGAAGAATGTTGTATAGGGAAAGC 

MALT1 in8 rev TGTCCACTACTGTCGGGAGAT 

MALT1 ex9-in9 fw AGCCTTTGGGTGAGTAGAAC 

MALT1 ex9-in9 rev AGCCTCCTCTTCTAAACCTTC 

CD45 fw (minigene) GGGAGCTTGGTACCACGCGTCGACC 

CD45 rev (minigene) CAGCGCTTCCAGAAGGGCTCAGAGTGG 
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