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Supplementary Fig. 1: Chemical shift perturbations (C.S.P.) in p53-DBD and p63-DBD upon the addition of con2x5 DNA sites and BclxL. 
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Supplementary Fig. 2: {1H}-15N-heteronuclear NOE of p53 (blue) and p63-DBDs (red). Values around 0.8 indicate rigid secondary structure, lower values are indicative of enhanced flexibility. Both proteins are rigid throughout their sequence with only residues located at the termini being more mobile (low or negative hetNOE). 
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Supplementary Fig. 3: Surface charge of p63-DBD and p53-DBD. Both proteins exhibit a similar charge distribution.  
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