Supplementary Table 1: Lists of phospho-peptides. 3 datasets were sourced to identify primary phosphor-peptides,

with their respective up- or down-regulation values, provided here.

Down Rapamycin  Down Torin  Up Rapamycin UP Torin

AAK1 _ILS(ph)DVTHSAVFGV 1.45 087  0.13
PASK_

ABCC1 _HHNS(ph)TAELQK 0.19

ABCF1 _KAEQGS(ph)EEEGEG 126 267
EEEEEEGGESK

ABCF1 _LSVPT(ph)S(ph)DEED 2.00
EVPAPK _

ABLIM1  TLS(ph)PTPSAEGYQD 1.72 0.75 1.80
VR _

ACACA _FIIGSVSEDNS(ph)ED 1.47 1.42
EISNLVK



ACIN1 _TAQVPS(ph)PPR _ 0.80 0.84
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ACLY _PAMPQDSVPS(ph)PR_

ADCY6 _DAEPPS(ph)PTPAGPP
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ADD1 _SPGS(ph)PVGEGTGSP  1.58
PK
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AFAP1 _EAYSGCSGPVDSECP 077 022 0.74
PPPSS(ph)PVHK _

AGFG1 _GTPSQS(ph)PVVGR _ 0.64 057

AHNAK  AS(ph)LGS(ph)LEGEA 1.00 2.16 0.85
EAEASSPK

AHNAK  ASLGS(ph)LEGEAEA 1.25
EASS(ph)PK_




AHNAK  ASLGSLEGEAEAEAS 1.65 1.02
S(ph)PK_

AHNAK _EFSGPS(ph)TPTGTLE  1.22
FEGGEVSLEGGK

AHNAK  GGVTGS(ph)PEASISG 1.15 1.02 0.12 1.06
SK

AHNAK _GHYEVTGS(ph)DDET 0.98
GK_

AHNAK _IS(ph)MSEVDLNVAA 0.68 0.99
PK_

AHNAK _LKS(ph)EDGVEGDLG 0.25
ETQSR_

AHNAK  LPS(ph)GSGAASPT(ph 1.29 1.06
)GSAVDIR

AHNAK  LPSGS(ph)GAAS(ph)P 0.53
TGSAVDIR




AHNAK _MPFLS(ph)ISSPK _ 2.29

AHNAK _VDIDT(ph)PDINIEGSE 1.03
GK_

AKAP12  GLAEVQQDGEAEEG 2.08
ATS(ph)DGEK_

AKAPI2  SPPS(ph)PVER 2.04 0.14 1.29

AKAP13  S(ph)AVLLVDETATT 1.09
PIFANR _

AKAP2 _DALGDSLQVPVSPSS  1.07
T(ph)TSSR_

AKAP2 _TLS(ph)MIEEEIR _ 1.70

AMOT _DTTVISHS(ph)PNTSY 17.77
DTALEAR



ANXA2 _LS(ph)LEGDHSTPPSA  2.16 1.39 3.45
YGSVK_

AP1G2 _DDAVANLTQLIGGA 1.85
QELHAY (ph)S(ph)VR_

AP3D1 _KAEDLDFWLSTT(ph) 0.81
PPPAPAPAPAPVPSTD
ECEDAK_

APC _S(ph)KTPPPPPQTAQT 0.79

‘

API5 _ ASEDTTSGS(ph)PPKK 6.94

ARHGAP1  SSS(ph)PELVTHLK 144 1.09 0.20 1.34

ARHGAP1 _SPSPPTQHT(ph)GQPP 0.73
7 GQPSAPSQLSAPR _



ARHGAP2  EPPSPS(ph)ETGPNSL 1.73
9 GTFK

ARHGAP3 IPT(ph)Y(ph)NIS(ph)V 2.99
5 VGLSGTEK

ARHGEF1 _S(ph)LSNPDIASETLT 2.09
7 LLSFLR

ARHGEF2 _ S(ph)LPAGDALYLSF 1.12 064 094 0.6
NPPQPSR

ARHGEF2 _SVS(ph)TTNIAGHFND 0.04
ESPLGLR_

ARIDIA _GPS(ph)PSPVGSPASV 0.77 0.80 0.94
AQSR_

ARIDIA  VSS(ph)PAPMEGGEE 0.59
EEELLGPK

ARPP19 _KPS(ph)LVASK _ 0.63



ASUN _DSPDS(ph)PEPPNK 0.81

ATP11C _DTIALCTAES(ph)IDT( 0.60
ph)LR

ATXN2L  GPPQS(ph)PVFEGVY  1.98
NNSR

BAG3 _VPPAPVPCPPPS(ph)P 1.26
GPSAVPSSPK

BAG3 _VPPAPVPCPPPSPGPS  1.26
AVPS(ph)SPK_

BAG6 _ENAS(ph)PAPGTTAE  1.01
EAM(0x)SR_

BAZIB _LAEDEGDS(ph)EPEA 0.92
VGQSR

BCLAF1  AEGEWEDQEALDYF 0.86 0.87 0.95 1.73
S(ph)DK_




BCLAF1 _FNDS(ph)EGDDTEET 0.92 0.89
EDYR_
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BCLAF1  KAEGEPQEES(ph)PL 4.51
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BCLAF1 _Y(ph)SPSQNS(ph)PIH
HIPSR
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BETIL _AQS(ph)PGAVEEILDR 1.07

BICC1 _S(ph)PSHSGNAGDLK ~ 1.14
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BIN1 _SPSPPDGS(ph)PAATP 0.79
EIR

BNIP2 _KGS(ph)ITEYTAAEEK 0.90

BRD4 _PQQVIQHHHS(ph)PR_ 2.92




BYSL _MPQDGS(ph)DDEDEE  1.10
WPTLEK

Cl170rf49  VYEDSGIPLPAES(ph) 8.40
PKK

Clorf52 _LLPEGEETLES(ph)DD 0.85 0.90
EK_

CAD _[HRAS(ph)DPGLPAEE 1.43
PK

CALDI _RGS(ph)IGENQIK _ 1.10 0.71 0.94

CANX _AEEDEILNRS(ph)PR_ 1.18 1.22 0.42 1.17

CANX _QKSDAEEDGGT(ph)V 1.22
SQEEEDR _

CAP1 _PFSAPKPQTS(ph)PSP  1.34 1.03
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CARHSP1 _GNVVPS(ph)PLPTR 1.02

CAV2 _ ADVQLFM(0x)DDDS( 0.80
ph)YSHHS(ph)GLEYAD
PEK

CAV2 _ ADVQLFMDDDS(ph) 2.02
YS(ph)HHSGLEYADPE

CCDC43 _AALLAQYADVT(ph) 1.13 1.04 2.05
DEEDEADEK

CCDC6 _TVSS(ph)PIPYTPSPSS  1.23
SR_

CCDC86  LGGLRPES(ph)PESLT  1.06 0.91 1.04  4.07
SVSR_

CCNK _ AVVVS(ph)PKEENK 0.84 3.27

CCNYL1 _ SFS(ph)ADNFIGIQR 080 041 0.88




CDC42BPB _HSTPSNSSNPS(ph)GP 2.18
PS(ph)PNSPHR _

CDC42EP1  NAIS(ph)LPQLNQAA  1.08 1.00 0.68  0.20
YDSLVVGK

CDC42EP3 _ANS(ph)TSDSVFTETP 1.16
SPVLK

CDH11 _PGLRPAPNS(ph)VDV 1.01 0.96 0.60
DDFINTR

CDK12 _GS(ph)PVFLPR _ 2.13

CDK12 _NS(ph)SPAPPQPAPGK 0.80

CDK16 _RLS(ph)LPADIR _ 6.18 0.61

CDK2 _IGEGTY(ph)GVVYK_ 0.60



CEBPZ _SQLDDHPES(ph)DDE 0.93
ENFIDANDDEDMEK

CEP170 _S(ph)ESLDPDSSMDTT 1.10
LILK

CHD3 _METEADAPS(ph)PAP 0.89
SLGER_

CHGB _LGELFNPY(ph)YDPL 1.77
QWK_

CLASP1  NSSNTSVGS(ph)PSNT 1.13 1.18
IGR_

CLASP2 SRS(ph)DIDVNAAAG 121 114
AK

CLNSIA  FEEESKEPVADEEEE 3.13
DS(ph)DDDVEPITEFR_

CLTA _LQS(ph)EPESIR _ 1.67




COPB2 _PAS(ph)PTPVIVASHT 0.94 0.88
ANK_

CREBBP PQSQPPHSSPS(ph)PR 0.80

CTAGE5 _AFLS(ph)PPTLLEGPL
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CTIF _LEDTAGDTGHSSLEA
PRS(ph)PDTLAPVASE

‘

CTNNB1  RLS(ph)VELTSSLFR 1.07

CTNND1 _ GSLAS(ph)LDSLR _ 121 0.52 1.14

CTNNDI _VGGS(ph)SVDLHR _ 0.14 1.07

CTPS1 _SGSSS(ph)PDSEITELK  1.29



CTTN _LPS(ph)SPVYEDAASF 0.48
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CTTN _T(ph)QTPPVS(ph)PAP 1.17

QPTEER _

CTTIN _TQT(ph)PPVSPAPQPT 1.14 0.31 1.16
EER

DAB2 _SSPNPFVGS(ph)PPK_ 1.94

DAXX _ICTLPSPPS(ph)PLASL 0.86
APVADSSTR

DBN1 _S(ph)PSDSSTASTPVA 1.03
EQIER

DDX21 _NEEPS(ph)EEEIDAPK 0.78 0.94 0.86 19.57
PK_

DDX54 _GS(ph)DS(ph)EDGEFE 1.94
IQAEDDAR _



DDX54 _PLPTFPT(ph)SECTSD 0.98 0.86
VEPDTR _

DENND2A _TLS(ph)EENVYEDILD 0.70
PPMK_

DHX57 _DLQEQDADAGS(ph)E 0.85

DKC1 _ AGLESGAEPGDGDS 1.05
DT(ph)TK_

DNAJC1  DFDIAEQNES(ph)S(ph 1.93
)DEESLRK

DNAJC28  VLS(ph)HVIEQT(ph)N 2.04
ASQS(ph)K_

DOCKS5 _LYQEIIS(ph)YFDKGK 0.14

DPYSL3 _GM(ox)YDGPVFDLTT 0.94
T(ph)PK_




DYNCILI1 _DFQEYVEPGEDFPAS 1.20
(ph)PQR_

DYNCILI1 _KPVTVSPTTPTS(ph)P 0.56
TEGEAS_

EBAGY _KLS(ph)GDQITLPTTV 0.86
DYSSVPK

EDC4 _GPGQVPTATSALSLE 1.86
LQEVEPLGLPQAS(ph)
PSR

EEF1B2 _DDDDIDLFGS(ph)DD 0.93 1.51
EEESEEAK _

EEF1D _ATAPQTQHVS(ph)PM  1.49
(0x)R_

EEF1D _KPAT(ph)PAEDDEDD 1.17 0.90 1.74 0.76
DIDLFGS(ph)DNEEED
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EHBP1 _DLSTS(ph)PKPS(ph)PI ~ 5.46
PS(ph)PVLGR_

EHD1 _PM(0x)VLLVGQYS(ph 1.91
)T(ph)GK _

EHD2 _GPDEAMEDGEEGS(p 0.91 1.01
h)DDEAEWVVTK _

EIF2A _S(ph)DKSPDLAPTPAP 1.71
QSTPR _

EIF2S2 _IESDVQEPT(ph)EPED  1.04
DLDIMLGNK

EIF3C _QNPEQS(ph)ADEDAE  1.07 1.14 .02 139

K_
EIF3G _GIPLATGDT(ph)SPEP 0.89
ELLPGAPLPPPK



EIF4G1 _EAALPPVS(ph)PLK _ 1.61

EIF4G2 _TQT(ph)PPLGQTPQL 1.00
GLK

EIFS _EAEEES(ph)S(ph)GGE 1.65
EEDEDENIEVVYSK

EIF5B _NKPGPNIES(ph)GNED 0.96 4.02
DDASFK_

EIF5B _QSFDDNDS(ph)EELE 0.94 1.13
DK _

EML4 _ ASPS(ph)PQPSSQPLQI 0.87 0.65 0.96
HR

ENAH _PS(ph)SPVNTPSSQPP 0.69 0.74
ATK

EPRS _EYIPGQPPLSQS(ph)S 0.86
DSSPTR



EPRS _EYIPGQPPLSQSSDSS( 0.90
ph)PTR

EPS8 _PADTPPAPSPPPT(ph) 0.94
PAPVPVPLPPSTPAPVP
VSK

ESYT2 _EPTPS(ph)IASDIS(ph) 2.85
LPIATQELR

ETV6 _ISYT(ph)PPES(ph)PVP 0.69 1.67
SYASSTPLHVPVPR

EXOC1 _FGLHGS(ph)SGK_ 1.32

FAMI29B _AAPEAS(ph)SPPAS(ph 0.71 1.86 3.41
YPLQHLLPGK _

FAM134C _AMDNHS(ph)DS(ph)E 1.95
EELAAFCPQLDDSTVA

‘

FAM21B ASALLFS(ph)S(ph)DE  2.32
EDQWNIPASQTHLAS




DSR

FAM21C _GLFS(ph)DEEDSEDLF 1.51
SSQSASNLK

FAM65A  FSTYS(ph)QSPPDTPS 1.45
LR

FARPI1 _SPDEATAADQES(ph) 0.99
EDDLSASR

FASN _ ADEASELACPT(ph)P 127

K_
FERMT2 _KLDDQS(ph)EDEALE 0.69  0.47

LEGPLITPGSGSIYSSP
GLYSK_

FKBP15 _RPSQEQS(ph)ASASSG  1.03 1.09
QPQAPLNR

FLNA _CSGPGLS(ph)PGMVR 087 032




FLNA _IPEISIQDMTAQVT(ph 1.68
)SPSGK_

FLNA _RAPS(ph)VANVGSHC 0.61
DLSLK

FLNC _LGS(ph)FGSITR 1.13 049  0.16 0.62
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FOXK1 _EGS(ph)PIPHDPEFGS
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FOXL2 _EPEGPPPS(ph)PGK_
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FRMD6 _HSLS(ph)LDDIR_ 0.87

FYTTD1  _LVGATAT(ph)SSPPPK 0.86

G3BP1 _YQDEVFGGFVTEPQE 0.85
ES(ph)EEEVEEPEER _




G3BP2 _STT(ph)PPPAEPVSLP 0.95 0.71
QEPPKPR _

GBF1 _ ADAPDAGAQS(ph)DS 091 081 0.70 0.89
ELPSYHQNDVSLDR

GIGYF2 _ALSSGGSITS(ph)PPLS 1.37
PALPK

GOLGA4  EENPES(ph)DGEPVV 0.74 0.82
EDGTSVK

GOLGB1  SLLENQS(ph)LSSSCE 1.00
SLK_

GPN1 _GTLDEEDEEADS(ph) 0.95
DTDDIDHR _

GTF2F1 _ GNS(ph)RPGT(ph)PSA 1.68
EGGSTSSTLR _

HDAC2 _IACDEEFS(ph)DS(ph)  2.05
EDEGEGGRR




HDGF _AGDLLEDS(ph)PK_ 0.91 1.01

HEATR6 _APAGPSLEETSVSS(p 0.98 1.06
h)PK_

HMGA2 _KPAQEETEETS(ph)SQ 1.35
ES(ph)AEED _

HMGNI _TEESPAS(ph)DEAGE 1.03 154

‘

HNRNPA1  LFIGGLS(ph)FETTDE  1.29 1.19
SLR_
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HNRNPA2 LFIGGLS(ph)FETTEES 1.26 2.19
Bl LR

HNRNPC  EAEEGEDDRDS(ph)A 0.92
NGEDDS _

HNRNPC  MES(ph)EGGADDS(ph 1.87 1.90

JAEEGDLLDDDDNED




RGDDQLELIK

HNRNPC  MESEGGADDS(ph)AE 2.95
EGDLLDDDDNEDRGD
DQLELIK _

HNRNPH1  HTGPNS(ph)PDTAND 436
GFVR_

HP1BP3 _TVNSTRET(ph)PPK_ 125

HSP90AA1 DKEVS(ph)DDEAEEK 1.02 143 547

HSP90AB1 _EIS(ph)DDEAEEEK 1.08 0.96 0.98 1.54

HSPB1 _GPS(ph)WDPFR _ 2.54

HTATSF1 _VLDEEGS(ph)ER 0.84 0.71 1.16

IFI16 _ VSEEQTQPPS(ph)PAG 0.89 0.74




AGMSTAMGR

IGF2BP2  _ISYIPDEEVSS(ph)PSP  1.39 0.67  0.60
PQR_

IGF2R _ ALSSLHGDDQDS(ph)  1.04 086  0.30 0.72
EDEVLTIPEVK

INF2 _GARPPAAGPGGDED 1.38
EDEEDTAPESALDTS(p
h)LDK_

IRF2BP1 _KAS(ph)PEPEGEAAG 2.61

IRS2 _PVSVAGSPLS(ph)PGP 3.01
VR

IWS1 _HQAS(ph)DS(ph)ENEE 1.65
LPK

KANK2 _ ALAMPGRPES(ph)PP 1.03




VFR

KHDRBSI _SGS(ph)MDPSGAHPS 1.71
VR _

KIAA1217  PIS(ph)PSPSAILER  1.82

KIAA1967 _ S(ph)VAS(ph)NQSEM 2.28
EFSSLQDMPK _

KIF2A _PDLS(ph)PSYEYDDFS 0.27
(ph)PSVT(ph)R_

KLC1 _ ASS(ph)LNVLNVGGK 1.05

KPNA2 _NVSSFPDDAT(ph)SPL 31.67
QENR _

KRI1 _AFVEDS(ph)EDEDGA 0.89 1.01 427
GEGGSSLLQK _



LARPI1 _GLS(ph)ASLPDLDSEN  1.23
WIEVK

LARPI1 _NTFTAWS(ph)DEES(p 1.00
h)DYEIDDR _

LARPI1 _SLPTTVPES(ph)PNYR 1.17

LARP4B _SPS(ph)PAHLPDDPK 0.83

LARP7 _SRPTS(ph)EGSDIESTE 1.08
PQK_

LBR _SAS(ph)ASHQADIK _ 1.83

LEMD2 _PSSFSDS(ph)ER _ 1.47

LIG3 _ PNNSGEAPS(ph)SPTP  1.08 1.04

‘

LMNA _LRLS(ph)PS(ph)PTSQ  1.03 2.36
R_




LMNA _LRLSPS(ph)PTSQR_ 1.68
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LMNA _SGAQASSTPLS(ph)PT  1.15
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LMO7 _ATLSSTSGLDLMSES  1.33 1.13
GEGEIS(ph)PQR _
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LMO7 _LPS(ph)PTSPFSSLSQD  1.32 0.95 0.88
QAATSK

LMO7 _REDS(ph)FESLDSLGS 1.35

R_

LMO7 _RGES(ph)LDNLDSPR_ 1.14

LMO7 _SHS(ph)PSASQSGSQL  1.44
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1.17
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LMO7 _VTTEIQLPS(ph)QSPV 1.04




EEQSPASLSSLR

LMOD1 _NSLS(ph)PATQR 0.68 0.98 0.97

LMOD1 _PSPQPSPKPS(ph)PK_ 0.82

LPIN2 _LPAYLATS(ph)PIPTE 0.97
DQFFK_

LRRC47 EEGSLS(ph)DTEADA 1.03
VSGQLPDPTTNPSAGK

LRRC9 _ LPNLQM(0ox)LDGSPV 0.05
NS(ph)DDR_

LRRFIP1 RGS(ph)GDTSISIDTE 0.51
ASIR

LRWDI1 _RPDDVPLSLS(ph)PSK 14.09




LSMI4A _ S(ph)PVSTRPLPSASQ
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1.27
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LUZP1 _EKPDS(ph)DDDLDIAS 0.91
LVTAK

MAK16 _EFVEDGEVDES(ph)DI 1.92 1.58
S(ph)DFEDMDK_

MAPIA _AELEEMEEVHPS(ph)  1.30 1.00 1.28
DEEEEDATK

MAPIA _APSLDSSLPQLPS(ph) 1.21
PSSPGAPLLSNLPR

MAPIA _ELAPAWEDTS(ph)PE 0.63
QDNR_

MAPIA _ELVLS(ph)S(ph)PEDL ~ 4.17
TQDFEEM(0x)K_



MAPIA _GLDS(ph)GAETEEEK  1.24 0.95 2.00

MAPIA _QLS(ph)PESLGTLQFG 1.01 1.08
ELNLGK

MAPIA _TEATQGLDYVPSAGT 1.42
ISPTSS(ph)LEEDK _

MAPIA _VPSAPGQES(ph)PIPD  1.35 0.87 1.34
PK

MAPIB _AAEAGGAEEQYGFL  1.69 1.40 1.20
TT(ph)PTK

MAPIB _AS(ph)VSPM(ox)DEPV  1.54 1.01
PDSESPIEK

MAPIB _ASVS(ph)PMDEPVPD 1.01
SES(ph)PIEK

MAPIB _ASVSPM(ox)DEPVPD  2.07 1.83




SES(ph)PIEK

MAPIB _DYNASAST(ph)ISPPS  1.68
SMEEDK

MAP1B _ESS(ph)PLYS(ph)PTFS  1.57 1.17 0.70 0.88 3.19
DSTSAVK

MAPIB _ESSPLYSPT(ph)FSDS 1.16
TSAVK

MAP1B _FEDEGAGFEESS(ph)E  1.46 1.22 0.19 1.08
TGDYEEK _

MAP1B _GEAEQS(ph)EEEADE 1.13
EDKAEDAR _

MAPIB _LGDVSPT(ph)QIDVSQ 1.18 1.19
FGSFK_

MAP1B _QGS(ph)PDQVS(ph)PV 2.01
SEMTSTSLYQDK _



MAP1B _S(ph)PPLIGSESAYESF  1.36 1.06 1.20
LSADDK _

MAP1B _S(ph)PSLS(ph)PS(ph)P ~ 4.22
PSPLEK

MAPIB _SDIS(ph)PLTPR _ 1.95

MAPIB _SLMSS(ph)PEDLTK 1.08

MAPIB _SPSLSPSPPS(ph)PLEK  1.32 0.85 1.06

MAPIB _TATCHS(ph)SSSPPID 0.96
AASAEPYGFR

MAPIB _TATCHSSSS(ph)PPID 1.02
AASAEPYGFR

MAPIB _VLS(ph)PLRS(ph)PPLI  1.67 1.16 0.36 1.38
GSESAYESFLSADDK _



MAPIB _VSAEAEVAPVS(ph)P 2.08
EVT(ph)QEVVEEHCAS
PEDK

MAP1B _VSAEAEVAPVSPEVT  1.35 1.08 0.17 1.22
QEVVEEHCAS(ph)PED

MAP1S _LSLS(ph)PLR_ 1.06 1.10 1.11

MAP2 _VDHGAEINTQS(ph)PG 0.86

MAP3K7 _S(ph)IQDLTVTGTEPG 0.97 1.19
QVSSR_

MAP4 _ETERAS(ph)PIK 0.94 0.94

MAP4 _VGS(ph)LDNVGHLPA 1.24 0.12 1.17
GGAVK_

MAP7D1  ESAAPAS(ph)PAPSPA 0.95
PSPTPAPPQK




MAP7D1 _SSQPS(ph)PTAVPASD 0.79
SPPTK

MAPK1 _VADPDHDHTGFLTE 0.54 1.19
YVAT(ph)R_

MARCKS  AEDGATPSPS(ph)NET 0.98 1.20
PK_

MARCKS  AEDGATPSPSNET(ph) 0.56 0.93 1.05
PK

MARCKS  EEPAAAGS(ph)GAAS 1.62 1.27
PSAAEK

MARCKS  LSGFS(ph)FK 1.30

MARCKSL _GEVPPKET(ph)PK 1.53

‘

MARK3 _ GIAPAS(ph)PMLGNA 1.52




SNPNK_

MATR3 _SYS(ph)PDGKES(ph)P 1.80
SDK_

MCM2 _GNDPLTSS(ph)PGR_ 1.32

MDC1 _GPGAPGLAHLQESQ 13.97
AGS(ph)DTDVEEGK _

MDC1 _S(ph)SPGIHLER _ 28.22

MFAPI1 _SLAALDALNT(ph)DD 0.80
ENDEEEYEAWK _

MICAL3  AVHS(ph)PIR 1.42

MICALL1 _SPVPSPGS(ph)SSPQL 0.88
QVK_

MID1 _ ASVSGPNS(ph)PSETR 4.90

MLLT4 _SSPNVANQPPS(ph)PG  1.24




MORC2 _SVAVS(ph)DEEEVEE  1.04
EAER

MPHOSPH _GAEAFGDS(ph)EEDG 0.92 1.17
8 EDVFEVEK

MREI1A _GVDFES(ph)S(ph)EDD  2.18
DDDPFMNTSSLR

MTDH _SQEPIPDDQKVS(ph)D  1.08 1.40
DDK

MTSSIL _AGS(ph)EECVFYTDE 1.22
TASPLAPDLAK

MVP _ VASGPSPGEGISPQS( 0.81 1.32
ph)AQAPQAPGDNHVV
PVLR

MYBBPIA _ALGGEDS(ph)ENEEE 0.66
LGDEAMMALDQSLAS
LFAEQK




MYBBPIA DPAQPMS(ph)PGEAT 0.91
QSGAR _

MYEF2 _ AEVPGATGGDS(ph)P 0.97 0.89
HLQPAEPPGEPR _

MYHI11 _VIENADGS(ph)EEETD 0.67
TR_

MYH9 _ELESQIS(ph)ELQEDL 1.20
ESER_

MYLI2A _AT(ph)SNVFAM(ox)F 2.43
DQSQIQEFK

MYL9 _ATS(ph)NVFAM(ox)F  1.29
DQSQIQEFK

MYLK _KSS(ph)TGSPTSPLNA 0.62
EK_

MYLK _SSTGSPT(ph)SPLNAE 1.05
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MYO9B _GS(ph)DEENLDSETS
ASTESLLEER

MYO9B _SPLEHSS(ph)PEK_ 1.15 092 045

MYO9B _VSPPAPGS(ph)APET(p 2.26 2.07
h)PEDK_

NAGK _ SLGLSLS(ph)GGDQE 1.15
DAGR_

NAPI1L4 _EFITGDVEPTDAESE  1.03 0.99 0.98 1.11
WHS(ph)ENEEEEK

NAV1 _KT(ph)SLDVSNSAEP 0.59
GFLAPGAR _

NCL _KEDS(ph)DEEEDDDS( 1.88
ph)EEDEEDDEDEDED
EDEIEPAAMK



NCL _VAVAT(ph)PAKK 160.1

‘

NCL _VVVS(ph)PTKK 81.42
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