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[bookmark: _GoBack]Table S1. Primers used for CACNA1H sequencing
	CACNA1H*
	
	

	Exon 5
	Foward
	CTTCCTGGCCAGTACAAGGT

	
	Reverse
	TTACTAGGCACGCGGTTGAT

	Exon 25
	Foward
	TGCAGAACCACAACCCCTG

	
	Reverse
	ACCGGGAGCGCCTTACTC

	Exon 33
	Foward
	CGACAGCTACATGTTCAGGC

	
	Reverse
	CTTCCTCTTGCCCTGCTCT

	Exon 35
	Foward
	CCTGGATGGTGAGGGGTCT

	
	Reverse
	GCTGGTGATGTGGCTGAC
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Table S2. Primers used for real-time RT-qPCR
	Gene Symbol
	Forward primer
	Reverse primer

	18S
	CCCTGCCTTTGTACACACC
	CGATCCGAGGGCCTCACTA

	HPRT
	CTCAACTTTAACTGGAAAGAATGTC
	TCCTTTTCACCAGCAAGCT

	GAPDH
	TGCACCACCAACTGCTTAGC
	GGCATGGACTGTGGTCATGAG

	CACNA1H
	CTTCTTCTGCCTCGGTCAGA
	TGATTACCAGCATGCTCACG

	StAR
	ATGAGTAAAGTGGTCCCAGATG
	ACCTTGATCTCCTTGACATTGG

	HSD3B1
	AAGGCCTTCGGACCAGAATT
	GGCTCTCTTCAGGAATGGCT

	HSD3B2
	CTGGTGTAGATGAAGACTGGCAC
	CGCCTGTATCATTGATGTCTTTGG

	CYP21A2
	GAGTAGTCTCCCAAGGACAGGT
	GTGGTGCTGAACTCCAAGAGGA

	CYP11B2
	GTGTGGAAGGAGCACTTTGAGG
	GATGCCTGTGTAGTGTTGAGGC
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