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Unexpected diversity and high abundance of putative nitric oxide dismutase (Nod)

genes in contaminated aquifers and wastewater treatment systems
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Supplementary Fig. S1. Multiple sequence alignment of selected putative Nod and gNor
enzymes around the quinol-binding site and the catalytic site of gNor. Representative
environmental Nods were deduced from the gene sequences generated in this study (in
bold). The alignment is extended by further Nod sequences generated in this study
compared to Fig. 5. The conserved residuals for quinol-binding (A) and catalytic functioning
(B) in gNor are highlighted in red, whereas substitutions at these sites in putative Nod and
putative Nor are shown in green. Note that the number and order of Nod sequences included
in (A) and (B) are different. Accession numbers are the same as in Fig. 2. The alignment

was generated with ClustalW in MEGA 6.
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