
 

Supplementary information, Figure S5 Scatterplot showing the RPKM values of 

the 10,554 genes that are predicted in Cq_real_v1.0 but not in ASM168347v1.  

The 8 different types of quinoa tissue used for mRNA-seq are indicated in the x-axis 

and the log transformed RPKM value are in the y-axis. 

  


