S3 Fig. Strain level deconvolution of the genus Bacteroides sequences found in NBR, HBR and HAmb variants at the end of the
PlanHab experiments. The overall significant increase in various strains of Bacteroides at the end of PlanHab experiment in HBR is
shown (p < 0.05) (Continues below).
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] Bact. IARFR1072 KC153170 Bact. NLAE Goat484 JX048471 Bact. NLAE Human478 JX006689 Bact. NLAE Pig732 JQ607549
Bact. IARFR2092 KC153199 Bact. NLAE Goat502 JX048488 Bact, NLAE Human479 JX006690 Bact. NLAE Pig737 JQ607550
Bact. IARFR2474 KC153189 Bact. NLAE Goat62 JXO48080 Bact. NLAE Human481 JX006692 Bact. NLAE Pig744 JQ607551
Bact. IARFR573 KC153155 Bact. NLAE Goat64 JX048092 Bact. NLAE Human482 JX006693 Bact. NLAE Pig745 JQ607554
Bact. ic1214 DQO57438 Bact. NLAE Goat98 JX048152 Bact. NLAE Human486 JX006697 Bact. NLAE Pig774 JQ607584
Bact. ic1258 DQ057447 Bact. NLAE Human120 JX006353 Bact. NLAE Human499 JX006707 Bact. NLAE Pig786 JQ607579
Bact, ic1292 DQO57457 Bact. NLAE Human15 JX006266 Bact. NLAE Human51 JX006298 Bact. NLAE Pig803 JQ607625
Bact. mpn isolate group 5 AF357553 Bact. NLAE Human162 JX006390 Bact. NLAE Human525 JX006730 Bact. NLAE Pig827 JQ607654
Bact. NLAE Cow139 JQ607878 Bact. NLAE Human17 JX006268 Bact. NLAE Human53 JX006300 Bact. NLAE Pig828 JQ607658
Bact. NLAE Cow15 JQ607764 Bact. NLAE Human18 JX006269 " NLAE Human531 JX006736 Bact. NLAE Pig833 JQ607648
Bact. NLAE Cow172 JQ607905 Bact. NLAE Human187 JX006414 " NLAE Human534 JX006737 Bact. NLAE Pig850 JQ607686
Bact. NLAE Cow18 JQ607785 Bact. NLAE Human188 JX006758 " NLAE Human535 JX006738 Bact. NLAE Pig880 JQ607708
== Bact. NLAE Cow181 JQ607912 Bact. NLAE Human2 JX006253 " NLAE HumanS4s IX006748 Bact. NLAE Pig897 JQ607721
Bact. NLAE Cow184 JQ607915 Bact. NLAE Human23 JX006274 . NLAE Human?7 JX006258 Bact. NLAE Pig900 JQ607693
Bact. NLAE Cow189 JQ607919 Bact. NLAE Human249 JX006469 " NLAE Human8 JX006259 Bact. NLAE Pig96 JQ607420
NLAE Cow194 JQ607922 Bact. NLAE Human250 JX006470 . NLAE Human9 JX006260 Bact. P1A4 KM043745
NLAE Cow203 JQ607931 Bact. NLAE Human28 JX006278 . NLAE Pig103 JQ607396 Bact. P1C8 KM043747
NLAE Cow211 JQ607939 Bact. NLAE Human295 JX006511 . NLAE Pig105 JQ607409 Bact. P2H3 KM043746
NLAE Cow221 JQ607949 Bact. NLAE Human301 JX006517 | NLAE Pig111JQ607386 Bact. RF3E Xyl1 F1753769 swine fecal
. NLAE Cow243 JQ607963 Bact. NLAE Human305 JX006521 | NLAE Pig132 JQ607229 Bact. RF3G Cell FJ753838 swine fecal
. NLAE Cow315 JQ608029 Bact. NLAE Human307 JX006523 | NLAE Pig168 JQ607004 Bact. str 31285 AF227834
. NLAE Cow322 JQ608036 Bact. NLAE Human311 JX006527 | NLAE Pig175 JQ606996 Bacteroidaceae 3301643 AY538687

. NLAE Cow394 JQ608100
. NLAE Cow429 JQ608133
NLAE Cow459 JQ608162
NLAE Cow49 JQ607751

NLAE Cow498 JQ608199
NLAE Cow500 JQ608201
NLAE Cow504 JQ608205
NLAE Cow505 JQ608206
. NLAE Cow511 JQ608211
. NLAE Cow513 JQ608213
. NLAE Cow515 JQ608215
. NLAE Cow516 JQ608216
. NLAE Cow519 JQ608219
NLAE Cow531 JQ608231
NLAE Cow532 JQ608232
NLAE Cow536 Q608236
NLAE Cow574 JQ608274
. NLAE CowS585 JQ608285
. NLAE Goat117 JX048201
. NLAE Goat182 JX048157
. NLAE Goat195 JX048244

Bact. NLAE Human314 JX006529
Bact. NLAE Human318 JX006533
Bact. NLAE Human319 JX006534
Bact. NLAE Human321 JX006536
Bact. NLAE Human324 JX006539
Bact. NLAE Human328 JX006543
Bact. NLAE Human331 JX006546
Bact. NLAE Human345 JX006560
Bact. NLAE Human366 JX006579
Bact, NLAE Human37 JX006286

Bact. NLAE Human373 JX006585
Bact. NLAE Human39 JX006287

Bact. NLAE Human390 JX006602
Bact. NLAE Human391 JX006603
Bact. NLAE Human40 JX006288

Bact. NLAE Human407 JX006619
Bact. NLAE Human409 JX006621
Bact. NLAE Human414 JX006626
Bact. NLAE Human416 JX006628
Bact. NLAE Human419 JX006631
Bact. NLAE Human422 JX006634

acidifaciens T A0 ABO21164
acidifaciens A24 ABO21159
acidifaciens A29 AB021160
acidifaciens A37 ABO21163
acidifaciens A43 ABO21165
acidifaciens ABO21157
acidifaciens JCM10556 4 EU136694
acidifaciens SLC1 3 AB599942
acidifaciens W26 LCO33798
caccae T ATCC 431857 X83951
caccae EBA1S 17 JF298876
caccae JCM9498 EU136686
cellulosilyticus T CRE21 AJ583243
cellulosilyticus JCM 15632 AB510698
cellulosilyticus WH2 CPO12801
cellulosilyticus WH2 CP0O12801
cellulosilyticus WH2 CPO12801
clarus T YIT 12056 AB490801
clarus JCM 16067 AB547638
coprocola M11 AB200223
coprocola M158 AB200225

. NLAE Pigl190 JQ606987
. NLAE Pig216 JQ607042
. NLAE Pig224 1Q607043
. NLAE Pig228 )Q607058
. NLAE Pig229 JQ607062
. NLAE Pig267 JQ606908
. NLAE Pig278 JQ606920
. NLAE Pig298 JQ606969
. NLAE Pig302 JQ606954
. NLAE Pig317 JQ606971
. NLAE Pig332 JQ607089
. NLAE Pig338 JQ607073
. NLAE Pig345)Q607113
. NLAE Pig358 JQ607125
. NLAE Pig371JQ607087
. NLAE Pig375 JQ607110
. NLAE Pig376 JQ607116
. NLAE Pig379 JQ607099
. NLAE Pig391 Q607134
. NLAE Pig412 1Q607143
. NLAE Pig430 Q607149
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. NLAE Goat199 JX048271 Bact. NLAE Human423 JX006635 Bact. NLAE Pigd37 JQ606939 dorei T JCM 13471 175 AB242142
NLAE Goat202 JX048287 Bact. NLAE Human427 JX006639 (== Bact. NLAE Pigd38 Q607299 dorei 54034 KP944150
NLAE Goat234 JX048267 Bact. NLAE Human429 JX006641 Bact. NLAE Pig440 Q607287 dorei DSM 17855 HQ012025
NLAE Goat24 JX048138 Bact. NLAE Human436 JX006648 Bact. NLAE Pigd45 Q607243 dorei HS1 L 1 B 010 CPO07619
NLAE Goat25 JX048069 Bact. NLAE Human438 JX006650 Bact. NLAE Pigd64 10607246 dorei HS1 L 1 B 010 CPO07619

. NLAE Goat27 JX048085 Bact. NLAE Human439 JX006651 Bact, NLAE Pigd83 Q607282 dorei HS1 L 3 B 079 CPO08741

. NLAE Goat279 JX048256 Bact. NLAE Human444 JX006656 Bact. NLAE Pig486 Q607257 dorel HS1 L 3 B 079 CPO08741

. NLAE Goat288 JX048308 Bact. NLAE Human446 JX006658 Bact. NLAE Pigd88 JQ607244 dorei HS1 L 3 B 079 CPO08741

. NLAE Goat30 JX048105 Bact. NLAE Human455 JX006667 Bact, NLAE Pigd97 10607294 dorei HS2 L 2 B 045b CPO09057

. NLAE Goat346 JX048368 Bact. NLAE Human458 JX006669 Bact. NLAE Pig561 JQ607428 dorei HS2 L 2 B 045b CPO09057
NLAE Goat352 JX048579 Bact. NLAE Human46 JX006294 Bact. NLAE Pig565 JQ607458 dorei HS2 L 2 B 045b CPO09057
NLAE Goat382 JX048371 Bact. NLAE Human460 JX006671 Bact. NLAE Pig573 JQ607454 dorel JCM 13472 219 AB242143
NLAE Goat408 JX048401 Bact. NLAE Human461 JX006672 Bact. NLAE Pig575 Q607430 dorei W18 LCO33790
NLAE Goat437 JX048428 Bact. NLAE Human462 JX006673 Bact. NLAE Pig592 Q607438 dorei Z5 KJ145327
NLAE Goat44 JX048116 Bact. NLAE Human471 JX006682 Bact, NLAE Pig64 JQ607376 eggerthii T DSM 20697T ABOS0107
NLAE Goatd56 JX048444 Bact. NLAE Human474 JX006685 Bact. NLAE Pig7 JQ606853 eggerthii JCM 12986 ABS10700

Bact. NLAE Goat459 JX048447 Bact. NLAE Human477 JX006688 Bact. NLAE Pig730 JQ607559 eggerthii JCM12986 EU136695
NBR HAmb HBR NBR HAmb HBR NBR HAmb HBR NBR HAmb HBR
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faecichinchillae T JcM AB574480 [
faecis MAJ26 GQ496623
finegoldii T JCM 13345 AB222699
finegoldii B16 EU722740
finegoldii JCM 13346 AB222700
fragilis T CR626927

fragilis 638R FQ312004

fragilis 1012 17002 KP944143
fragilis 1102 23087 KP944128
fragilis 1201 05046D KP944124
fragilis 1302 17278 KP944130
fragilis 198 3X KP944135

fragilis 21 GU968171

fragilis 23 GU968173

fragilis 25 GU968174

fragilis 2991 4 X83938

fragilis 4117 15 X83949

fragilis 4123 KP944125

fragilis 5788 KP944138

fragilis 790 3 X83937

fragilis BCRC10619 EU136678
fragilis Bfr901 11 X83945

fragilis Bfr920 12 X83946

fragilis BOB25 CP011073

fragilis BOB25 CP011073

fragilis BOB25 CP011073

fragilis BOB25 CP011073

fragilis C848 JF803518

fragilis DSM 9671 HM007585
fragilis GB 124 HE608156

fragilis SDG Mt85 4C DQ100447
fragilis SDG Mt85 5B DQ100448
fragilis WO2030C KP944132
fragilis W12014D KP944140
fragilis W21 LC0O33793

fragilis W299 5 KP944142
intestinalis T JCM 13265 AB214328
intestinalis JCM13266 EU136691
intestinalis SLC1 19 AB599944
massiliensis T B84634 AY126616
massiliensis EG4 8 2 AB200226
massiliensis JCM12982 EU136696
nordii T WAL 11050 AY608697
nordii JCM12987 11 EU136693
oleiciplenus T YIT 12058 AB490803
oleiciplenus JCM 16102 AB547644
ovatus T JCM 5824T AB050108
ovatus 310 KP944115

ovatus 3941 AY895193

ovatus 4140 AY895197

ovatus 8 GU968166

ovatus ATCC 8483 CP012938
ovatus ATCC 8483 CP012938
ovatus B3 EU722734

ovatus CIP 103756 AY652736
ovatus G19 KM396275

ovatus JCM 5824 AB510705
ovatus JCM5824 EU136682
ovatus SDG Mt85 3Cy DQ100446
ovatus W16008 KP944116
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plebeius M122 AB200220

rodentium T JCM 16496 AB531489
rodentium JCM 16496 AB547646
salyersiae T WAL 10018 AY608696
salyersiae JCM 12988 AB510707

sp 1B2 GU130202

sp 31SF15 AJ583248

sp 35AE31 AI583244

sp 35AE37 AI583245

sp 35BE34 AJ583246

sp AN 5745 KP334255

sp AR20 AF139524

sp AR29 AF139525

sp B2 EU722733

sp BLBE 2 JNO84211

sp CIP103040 CIP 103 040 AF133539
sp D8 DQ217839

sp DJF B097 EU728710

sp dnlKV2 JF813174

sp EBAS 17 EF608211

sp F 4 AB470322

sp HGA0120JX519744

sp HGBC19 HM245095

sp HGBC25 HM245131

spJ1511 KF227893

sp QQW 2006 DQ646554

spS 17 AB470334

spS 18 AB470321

sp $S236 KR232860

sp S327 KR232871

sp S427 KR232894

sp SLC1 38 AB599946

sp Smarlab 3301643 AY643080

sp Smarlab BioMol AY230770

sp TP 5 AB499846

sp W20 LC033792

sp WH2 Ay895180

sp WH302 Av895184

sp XO77842 AM230647

sp ALA Bac AM117579

sp BV 1X89217

stercorirosoris T JCM 17103 AB574481
stercorirosoris JCM 17101 AB574479
stercoris T type strain ATCC X83953
stercoris ATCC 43183 EU136684
stercoris JCM 9496 AB510708
thetaiotaomicron T VPI 5482 AE015928
thetaiotaomicron VPI 5482 AE016931
thetaiotaomicron VPI 5482 AE016933
thetaiotaomicron 1005 08020 KP944118
thetaiotaomicron 1109 29094 KP944120
thetaiotaomicron 174 AY319392
thetaiotaomicron 19 343 AY895183
thetaiotaomicron 2926 AY895205
taomicron 3164 AY895188
taomicron 3443 AY895189
thetaiotaomicron 3730 AY895190
thetaiotaomicron 3731 AY895191
thetaiotaomicron 5951 AY895198
thetaiotaomicron 8669 AY895200
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thetaiotaomicron 8736 AY895203
thetaiotaomicron B15 EU722739
thetaiotaomicron BCRC10624 EU136679
thetaiotaomicron DOT2 AY895182
thetaiotaomicron G230H GU348985
thetaiotaomicron MAME 1 KP944119
thetaiotaomicron SaLBE 19 JNO84204
thetaiotaomicron VLBE 8 JNO84201
thetaiotaomicron W27 LC033799
timonensis AP1 JX041639
uniformis T JCM 5828T AB050110
uniformis 19006C KP944146
uniformis BLPYG 5 JNO84205
uniformis EBA22 21 JF298886
uniformis EBA25 2 JF298891
uniformis JCM5828 3 EU136680
uniformis mat 276 AB215082
uniformis mat 344 AB215084
uniformis NB 13 AB117563
uniformis NB 14 AB117564
uniformis W190032C KP944144
uniformis W19003B KP944145
uniformis W24 LC033796
uniformis WH207 AY349154
uniformis ZL1 IN873344

vulgatus T ATCC 8482 CP000139
vulgatus T ATCC 8482 CPO00139
vulgatus T ATCC 8482 CP000139
vulgatus AM042696

vulgatus BCRC12903 EU136687
vulgatus DJF BO81 EU728705
vulgatus JCM 5826 AB510712
vulgatus JCM 5826T AB050111
vulgatus mpk CP013020

vulgatus mpk CP013020

vulgatus mpk CP013020

vulgatus mpk CP013020

vulgatus NMBE 13 JN0O84210
vulgatus NMBE 5 JN084208
vulgatus VLPYG 3 JNO84207
vulgatus WOS5002A KP944149




