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Supplementary Figures 

 

 

 

Figure S1. Venn diagram showing the number of shared HVPC clusters between the three BAL 

samples. 
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Figure S2. Heat map showing the relative abundance of 36 prokaryotic viruses shared between 

the three BAL samples. 
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Figure S3. Heat map showing the relative abundance of 15 eukaryotic viruses shared between the 

three BAL samples. 
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Figure S4. Rarefaction curves showing the number of Human Virome Protein Cluster (HVPC) 

hits versus sample size based on random subsampling and a step size of 50 sequences. 
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Figure S5. Rarefaction curves showing the number of species versus sample size based on 

random subsampling and a step size of 50 sequences. 


