Supplementary Figures
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Figure S1. Venn diagram showing the number of shared HVPC clusters between the three BAL
samples.
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Bacillus virus G

Dinoroseobacter phage vB_DshS-R5C
Pectobacterium phage ZF40
Enterobacteria phage fiAA91-ss
Rhizobium phage RHEph10
Ralstonia phage RSY1
Acidithiobacillus phage AcaML1
Natrialba phage PhiCh1

Bacillus phage Mgbh1

Halovirus HGTV-1

Pseudomonas phage pf16
Cellulophaga phage phiSM
Rhizobium phage vB_RleM_PPF1
Caulobacter phage Sansa
Prochlorococcus phage P-HM1
Moraxella phage Mcat3
Stx2-converting phage Stx2a_F349
Streptomyces phage Caliburn
Streptococcus phage phi1207.3
Escherichia virus T7

Prochlorococcus phage MED4-213
Bacillus phage SP-15

Paenibacillus phage Tripp
Cronobacter phage vB_CsaM_GAP32
Bacillus phage proCM3

Planktothrix phage PaV-LD
Streptococcus phage IPP61
Pseudomonas phage phi3
Pseudomonas phage phiAH14b
Pelagibacter phage HTVC008M
Leptospira phage vB_LbrZ_5399-LE"1
Burkholderia virus phi1026b
uncultured Mediterranean phage uvMED
Acinetobacter phage Ab105-3phi
Salmonella phage SJ48
Streptococcus phage phiD12
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Figure S2. Heat map showing the relative abundance of 36 prokaryotic viruses shared between
the three BAL samples.
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Chrysochromulina ericina virus
Acanthamoeba polyphaga mimivirus
Cafeteria roenbergensis virus

Megavirus chiliensis

Cyprinid herpesvirus 3

Ectocarpus siliculosus virus 1

Moumouvirus

Pandoravirus dulcis

Only Syngen Nebraska virus 5
Ostreococcus lucimarinus virus 2
Paramecium bursaria Chlorella virus A1
Paramecium bursaria Chlorella virus 1

Emiliania huxleyi virus 86

Ostreococcus tauri virus 2

Pandoravirus salinus
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Figure S3. Heat map showing the relative abundance of 15 eukaryotic viruses shared between the
three BAL samples.
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Figure S4. Rarefaction curves showing the number of Human Virome Protein Cluster (HVPC)
hits versus sample size based on random subsampling and a step size of 50 sequences.
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Figure S5. Rarefaction curves showing the number of species versus sample size based on
random subsampling and a step size of 50 sequences.



