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Figure S1. Hierarchical clustering (HC) of
mouse microarray studies. HC is performed
using Euclidian distance and complete linkage.
Red lines in the dendrogram indicate biological
replicates that are considered as outliers. M,
Microarray; r, replicate. The type of treatment
applied to induce browning of WAT is indicated in
parentheses (RG, rosiglitazone; CL, CL316,243;
RS, roscovitine). Related to Figures 1 and 2.
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Figure S3. Hierarchical clustering of mouse samples across all microarray-based studies. Euclidean
distance is used for sample correlation analysis and hierarchical clustering is performed using Euclidian values
and complete linkage. See Table S1 for detailed description of each sample. Related to Figures 1 and 2.
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Figure S4. Hierarchical clustering of mouse samples across all RNA-seqg-based studies. Euclidean distance
is used for sample correlation analysis and hierarchical clustering is performed using Euclidian values and complete
linkage. See Table S1 for detailed description of each sample. Related to Figures 1 and 2.
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Figure S5. In-house transcriptome analysis of BAT and WAT from wild-type and cold-exposed mice. (A)
Experimental design. BAT and BAT (cold), interscapular brown adipose tissue from mice kept at either 30°C or in cold
(n=4), respectively; iIWAT and iWAT (cold), inguinal white adipose tissue from mice kept at either 30°C or in cold (n=
4), respectively. (B) Principle component analysis of normalized gene expression data for all biological replicates. (C)
Hierarchical clustering of all samples based on gene expression data. Euclidean distance is used for pairwise
distance matrix and hierarchical clustering is performed with Euclidean distance and complete linkage. Related to
Figure 3.
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Figure S6. Experimental validation of BAT and WAT marker genes.
Gene names in blue and magenta indicate mitochondria and non-mito-
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Figure S7. Systematic comparison of the performance of machine learning algorithms for the prediction of
browning capacity. (A) Accuracy of six machine learning algorithms (random forest, SLNN, naive bayes, general-
ized linear model, recursive partitioning, support vector machine), trained using BAT and WAT-specific microarray
and RNA-seq datasets from studies M1, M2, M4, M5, M6, M7, M12 and R4, in classifying BAT and WAT samples
from an indipendent set of studies (M3, M8, M9, M10, M11, M13, R1, R2, R3). (B) Classification accuracy of SLNN.
The accuracy is calculated as: (TP+TN)/total samples. A sample is a true positive if BAT was predicted with a proba-
bility > 0.5. Related to Figure 4.
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Figure S8. Prediction of browning capacity for study M11. Related to Figure 4.
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Figure S9. Hierarchical clustering (HC) of samples within each human microarray and RNA-seq study. HC is
performed using Euclidian distance and complete linkage. hM, microarray on human samples; hR, RNA-seq on human
samples; r, replicate. Related to Figure 5.
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Study 1D Dataset D Pubmed D | Database ID Sample 1D Sample type Age Sample origin Tissue type Treatment Annotation
m BAT_M1(11) 15075390 | GSE10246 GSM258611 Tissue 810 weeks C578L6, male NA None BAT
m BAT_M1(2) 15075390 | GSE10246 GSM258612 Tissue 810 weeks C578L6, male NA None BAT
m WAT_Mi(r1) 15075390 | GSE10246 GSM258613 Tissue. 810 weeks C57BL6, male NA None WaT
m WAT_Mi(2) 15075390 | GSE10246 GSM258614 Tissue 810 weeks C578L6, male NA None War
M2 BAT_M2(11) 20679227 | GsEt97ST GSM4gaa7e Tissue NA NA Interscapular brown adipose tissue None. BAT
M2 BAT_M2(2) 20679227 | GsEt9757 GSM4g3a80 Tissue NA NA Interscapular brown adipose tissue. None. BAT
M2 GWAT_M2(r1) 20679227 | GSE19757 GSM4g3a77 Tissue NA NA ‘Gonadal white adipose tissue None WAt
M2 GWAT_M2(2) 20679227 | GsE19757 GSM493478 Tissue NA NA ‘Gonadal white adipose tissue None war
M3 IWAT_M3(1) 22405074 | GSE35OH GSMB60620 Primary adipocyles NA C57BL6, male Inguinal white adipose tissue None WaT
M3 IWAT_M3(2) 22405074 | GSE3SOH GsMes0621 Primary adipocyles NA C57BL6, male Inguinal white adipose tissue None War
M3 Beigebite (RG on IWAT)_M3(rt) 22405074 | GSE3SOM GsMBs0622 Primary adipocyles NA C578L6, male Inguinal white adipose tissue Rosigitazone (1uM) Beigeibrite
M3 Beigebite (RG on IWAT)_M3(r2) 22405074 | GSE3sO1H GsMBs0623 Primary adipocyles NA C57BL6, male Inguinal white adipose tissue Rosigitazone (1) Beigelbrite
M4 BAT_MA() 21035761 | GSE20165 GSM508030 Tissue 20 weeks. SV129, male Interscapular brown adipose tissue. None BAT
M BAT_MA(12) 21035761 | GSE20165 GSM508031 Tissue 20 weeks. SV129, male Interscapular brown adipose lissue None BAT
M BAT_MA(3) 21035761 | GSE20165 GSM508032 Tissue 20 weeks. SV129, male Interscapular brown adipose tissue None BAT
M SWAT_Ma(r1) 21035761 | GSE20165 GSMS508024 Tissue 20 weeks V129, male Epididymal white adipose tissue None WaT
M SWAT_M4(2) 21035761 | GSE20165 GSMS508025 Tissue. 20 wesks V129, male Epididymal white adipose tissue None WAt
" SWAT_Ma(3) 21035761 | GSE20165 GSMS08026 Tissue 20 wesks. V129, male Epididymal white adipose tissue None. WAt
s BAT_MS(11) 17618855 | GSEB044 GsM1s8ass Tissue 10-12 weeks. C57BL6, male Interscapular brown adipose issue. None. BAT
M5 BAT_MS(12) 17618655 | GSEB044 GsM1s8asT Tissue 10-12 weeks C57BL6, male Interscapular brown adipose issue. None BAT
M5 BAT_M5(13) 17618855 | GSEB044 GSM198458 Tissue 10-12 weeks. Cs78L6, male Interscapular brown adipose lissue None BAT
M5 SWAT_M5(1) 17618855 | GSEB044 GSM198496 Tissue 10-12 weeks. C578L6, male Epididymal white adipose issue None War
M5 SWAT_M5(2) 17618855 | GSE8044 GSM198523 Tissue 10-12 weeks. C578L6, male Epididymal white adipose tissue None WAt
M5 SWAT_M5(13) 17618855 | GSE8044 GsM198545 Tissue 10-12 weeks C578L6, male Epididymal white adipose tissue None War
e BAT_M6(r1) 26010905 | GSE67389 |  GSM1646139 Tissue NA LACA, male Interscapular brown adipose tissue None. BAT
e BAT_M6(12) 26010905 | GSE67389 |  GSM1G46141 Tissue NA LACA, male. Interscapular brown adipose issue. None. BAT
M6 BAT_M6(13) 26010905 | GSE67389 | GSM1646143 Tissue NA LACA, male. Interscapular brown adipose issue. None BAT
e BAT_M6(14) 26010905 | GSE67389 |  GSM1646145 Tissue NA LACA, male Interscapular brown adipose lissue None BAT
e SWAT_MB(r1) 26010905 | GSE67389 |  GSM1646131 Tissue NA LACA, male Subcutaneous white adipose tissue None War
Mo SWAT_M6(12) 26010905 | GSE67389 |  GSM1646133 Tissue NA LACA, male Subautaneous white adipose tissue None WAt
Mo SWAT_M6(13) 26010905 | GSE67389 |  GSM1646135 Tissue NA LACA, male Subcutaneous white adipose tissue None War
Mo SWAT_M6(r4) 26010905 | GSE67389 |  GSM164613T Tissue NA LACA, male Subcutaneaus white adiposs tissue None. WAt
ur BAT_MT(11) 1736053 | GSE7032 GSM162537 Primary adipocyles 34 weeks NMRI Interscapular brown adipose tissue None. BAT
mr BAT_M7(2) 1738053 | GSE7032 GsM162538 Primary adipocyles 34 weeks NMRI Interscapular brown adipose issue. None BAT
ur BAT_M7(13) 1736053 | GSE7032 GSM162539 Primary adipocyles 34 weeks NMRI Interscapular brown adipose lissue None BAT
M BAT_M7(14) 1736053 | GSE7032 GSM162540 Primary adipocyles 34 weeks NMRI Interscapular brown adipose tissue None BAT
M7 BAT_M7(5) 1736053 | GSE7032 GsM162541 Primary adipocyles 34 weeks NMRI Interscapular brown adipose tissue None BAT
M7 SWAT_M7(r1) 1736053 | GSE7032 GSM162550 Primary adipocyles 34 weeks NMRI Epididymal white adipose tissue None. War
M SWAT_M7(2) 1736053 | GSET032 GsM162551 Primary adipocyles 3.4 weeks NMRI Epididymal white adipose tissue None. WAt
M7 SWAT_M7(3) 1736053 | GSET032 Gswm162552 Primary adipocyles 34 weeks NMRI Epididymal white adipose issue None WAt
ur OWAT_M7(4) 1736053 | GSE7032 GSM162553 Primary adipocyles 34 weeks NMRI Epididymal white adipose fissue None. war
mr OWAT_M7(5) 1736053 | GSE7032 GsM162554 Primary adipocyles 34 weeks NMRI Epididymal white adipose fissue None WAt
ur SWAT_M7(8) 1736053 | GSE7032 GSM162555 Primary adipocyles 34 weeks NMRI Epididymal white adipose lissue None war
M8 IWAT_M8(r1) 19117550 | GSE13432 GSM338989 Tissue 5 weeks C57BL6, male Inguinal white adipose lssue 30°C (5 weeks) WAT
B IWAT_M8(12) 19117550 | GSE13432 GSM338990 Tissue 5 weeks C578L6, male Inguinal whits adipose tissue 30°C (5 weeks) WAT
B IWAT_M8(13) 19117550 | GSE13432 GsM338991 Tissue 5 wesks Cs78L6, male Inguinal whits acipose issue. 30°C (5 weeks) WAT
s IWAT_M8(r4) 19117550 | GSE13432 GSM338983 Tissue 5 weeks Cs78L6, male Inguinal white adipose tissue 30°C (1 week) WAt
s IWAT_M8(15) 19117550 | GSE13432 GSM3I38984 Tissue 5 wesks Cs78L6, male Inguinal white adipose fissue 30°C (1 week) war
M8 IWAT_M8(16) 19117550 | GSE13432 GSM338985 Tissue 5 wesks Cs78L6, male Inguinal white adipose issue 30°C (1 week) WAt
e Beigelbrite (cold on IWAT)_M8(1) 19117550 | GSE13432 GSM338992 Tissue 5 weeks C578L6, male Inguinal white adipose lissue 4°C (5 weeks) Beigelbrite
e Beigelbrite (cold on IWAT)_M8(r2) 19117550 | GSE13432 GSM338993 Tissue 5 weeks C578L6, male Inguinal white adipose issue 4°C (5 weeks) Beigelbrite
e Beigelbrite (cold on IWAT)_M8(3) 19117550 | GSE13432 GSM338994 Tissue 5 weeks C578L6, male Inguinal white adipose lssue 4°C (5 wesks) Beigeibrite
B Beigelbrite (cold on IWAT)_M8i(ré) 10117550 | GSE13432 GSM338986 Tissue 5 weeks C578L6, male Inguinal white adipose tissue 4°C (1 week) Beigeibrite
B Beigelbrite (cold on IWAT)_M8(rS) 19117550 | GSE13432 GsM338087 Tissue 5 wesks Cs78L6, male Inguinal white adipose tissue 4°C (1 week) Beigeibrite
s Beigelbrite (cold on IWAT)_MB(E) 19117550 | GSE13432 GSM338988 Tissue 5 weeks Cs78L6, male Inguinal white acipose issue. 4°C (1 week) Beigeibrite
Mo BAT_MS(1) 21765057 | GSE28440 GsM703077 Tissue 20 weeks. C57BL6, male Interscapular brown adipose issue. None BAT
Mo BAT_M9(12) 21765057 | GSE28440 GSM703078 Tissue 20 weeks. C578L6, male Interscapular brown adipose lissue None BAT
Mo BAT_MO(13) 21765057 | GSE28440 GSM703079 Tissue 20 weeks C578L6, male Interscapular brown adipose tissue None BAT
Mo SWAT_Mo(r1) 21765057 | GSE28440 GSM703086 Tissue 20 weeks C57BL6, male Epididymal white adipose tissue None WAt
Mo SWAT_M9(2) 21765057 | GSE28440 GM703087 Tissue 20 wesks C578L6, male Epididymal white adipose tissue None War
Mo SWAT_M9(13) 21765057 | GSE28440 GSM703088 Tissue 20 wesks Cs78L6, male Epididymal white adipose tissue None. WAt
Mo PYWAT_Ma(r1) 21765057 | GSE28440 GsM703080 Tissue 20 weeks. CS7BL6, male Perivascular white adipose tissue None. WAt
Mo PUWAT_M9(12) 21765057 | GSE28440 GSM703081 Tissue 20 weeks. C578L6, male Porivascular whito adipose tissue None. war
Mo PYVAT_MO(r3) 21765057 | GSE28440 Gsm703082 Tissue 20 weeks. C57BL6, male Perivascular white adipose lissue None WAt
Mo IWAT_M9(r1) 21765057 | GSE28440 GSM703083 Tissue 20 weeks. C578L6, male inguinal white adipose tissue None war
Mo IWAT_M9(12) 21765057 | GSE28440 GSM703084 Tissue 20 weeks. C57BL6, male inguinal white adipose tissue None War
Mo IWAT_M9(13) 21765057 | GSE28440 GSM703085 Tissue 20 weeks C578L6, male inguinal white adipose tissue None WAt
M0 BAT_M10(r1) 24549308 | GSES1080 | GSM1237806 Tissue 10 weeks V129, female Interscapular brown adipose tissue 28°C (10 days) BAT
M0 BAT_M10(2) 24549398 | GSES1080 | GSM1237794 Tissue 10 weeks V129, female Interscapular brown adipose issue 28°C (10 days) BAT
M0 BAT_M10(3) 24549398 | GSES1080 |  GSM1237795 Tissue 10 weeks V129, female Interscapular brown adipose tissue. 28°C (10 days) BAT
M0 Treated BAT (cold)_M10(r1) 24549398 | GSES1080 |  GSM1237792 Tissue 10 weeks V129, female Interscapular brown adipose tissue. 6°C (10 days) Treated BAT
M0 Treated BAT (cold)_M10(12) 24549398 | GSES1080 |  GSM1237800 Tissue 10 weeks SV129, female Interscapular brown adipose lissue. 6°C (10 days) Treated BAT
M0 Treated BAT (cold)_M10(13) 24519398 | GSES1080 |  GSM1237803 Tissue 10 weeks SV129, female Interscapular brown adipose tissue 6°C (10 days) Treated BAT
M0 SWAT_MI10(r1) 2519398 | GSES1080 |  GSM1237797 Tissue 10 weeks SV129, female Subautaneous white adipose tissue 28°C (10 days) WAT
M0 SWAT_M10(2) 24540308 | GSES1080 | GSM1237798 Tissue 10 weeks SV129, female Subcutaneous white adipose tissue 28°C (10 days) WAT
M0 SWAT_M10(r3) 24549398 | GSES1080 | GSM1237793 Tissue 10 weeks V129, female Subcutaneaus white adiposs tissue 28°C (10 days) WAT
M0 Beigelbrte (cold on SWAT)_M1D(r1) | 24540398 | GSES1080 | GSM12377%0 Tissue 10 weeks V129, female Subcutaneaus white adiposs fissue 6°C (10 days) Beigelbrite
M0 Beigelbrte (cold on SWAT)_M10(2) | 24549398 | GSES1080 | GSM1237796 Tissue 10 weeks V129, female Subcutaneaus white adipos tissue 6°C (10 days) Beigefbrite
M0 Beigelrte (cold on SWAT)_M10(3) | 24549398 | GSES1080 |  GSM1237799 Tissue 10 weeks V129, female Subcutaneous white adipose tissue 6°C (10 days) Beigefbrite
M0 MWAT_M10(r1) 24549398 | GSES1080 |  GSM1237801 Tissue 10 weeks SV129, female Mesenteric white adipose issue 28°C (10 days) war
M0 MWAT_M10(2) 24519398 | GSES1080 |  GSM1237802 Tissue 10 weeks SV129, female Mesenteric white adipose issue 28°C (10 days) War
M0 MWAT_M10(3) 2549398 | GSES1080 |  GSM1237791 Tissue 10 weeks SV129, female Mesenteric white adipose tissue 28°C (10 days) WAT
M0 Beigefbrte (cold on MWAT)_M10(r1) | 24549398 | GSES1080 |  GSM1237804 Tissue 10 weeks SV129, female Mesenteric white adipose lissue 6°C (10 days) Beigeibrite
M0 Beigelbrte (cold on MWAT)_M10(r2) | 24549398 | GSES1080 |  GSM1237805 Tissue 10 weeks V129, female Mesenteric white adipose issue. 6°C (10 days) Beigeibrite
M0 Beigelbrite (cold on mWAT)_M10(r3) | 24549398 | GSES1080 |  GSM1237807 Tissue 10 weeks V129, female Mesenteric whie adipose issue. 6°C (10 days) Beigeibrite




Mt Treated BAT (forskolin)_ M11(BAT1) | 22796012 | GSE39562 GsMeT1717 Primary adipocyles NA NA Interscapular brown adipose tissue Forskolin (104M, 4 hrs) Treated BAT
Mt Treatod BAT (forskolin)_M11(BATS) | 22796012 | GSE39562 GsMoT1718 Primary adipocyles NA NA Interscapular brown adipose tissue. Forskolin (104M, 4 hrs) Treated BAT
Mt Treatod BAT (forskoin)_ M11(BATS) | 22796012 | GSE39562 GsMoT1719 Primary adipocyles NA NA Interscapular brown adipose tissue Forskolin (104M, 4 hrs) Treated BAT
M1 | Beigemrie (forskolin on IWAT)_M11(x9) | 22796012 | GSE39s62 GSMoT1716. Primary adipocyles NA NA Inguinal white adipose lissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigelbrite forskolin on WAT)_M11(D12) | 22796012 | GSE39562 GSMoT1698 Primary adipocyles NA NA Inguinal white adipose lissue Forskolin (104M, 4 hrs) Beigeibrite
M1 | Beigefbrite (forskolin on IWAT)_M11(G10)| 22796012 | GSE39562 GSMo71705 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1t | Beigelbrite (forskolin on WAT)_M11(12) | 22796012 | GSE39562 GsMe71708 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1t | Beigefbrie (forskolin on IWAT)_M11(A5) | 22796012 | GSE39562 GsMeT169s Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1 | Beigafbrie (forskolin on IWAT)_M11(A3) | 22796012 | GSE39562 GsMoT1E0 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Belgefbrie (forskolin on IWAT)_M11(85) | 22796012 | GSE39562 GsMoT16% Primary adipocyles NA NA Inguinal white adipose fissue Forskolin (104M, 4 hrs) Baigelbrite
Mt | Beigemrite (forskolin on IWAT)_M11(813) | 22796012 | GSE39s62 GsMoT1897 Primary adipocyles NA NA Inguinal white adipose fissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigelbrite forskolin on WAT)_M11(D16)| 22796012 | GSE39s62 GSMoT1699 Primary adipocyles NA NA Inguinal white adipose lissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigefbrie (forskolin on IWAT)_M11(E1) | 22796012 | GSE39562 GSMoT1700 Primary adipocyles NA NA Inguinal white adipose issue Forskolin (104M, 4 hrs) Beigeibrite
M1t | Beigefbrie (forskolin on IWAT)_M11(E3) | 22796012 | GSE39562 GsMer1701 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigefbrie (forskolin on IWAT)_M11(E4) | 22796012 | GSE39562 GsMe71702 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1 | Beigefbrie (forskoin on IWAT) M11(F4) | 22706012 | GSE39s62 GsMeT1703 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1 | Beigefbrie (forskoln on IWAT)_M11(FS) | 22796012 | GSE39562 GsMeT1704 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigefbrite (forskolin on IWAT)_M11(G12)| 22796012 | GSE39562 GsMe71706 Primary adipocyles NA NA Inguinal white adipose issue Forskolin (104M, 4 hrs) Baigefbrite
Mt | Beigelbrite (forskolin on IWAT)_M11(G18)| 22796012 | GSE39s62 GsMoT1707 Primary adipocyles NA NA Inguinal white adipose fissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigelbrit (forskolin on IWAT)_M11(G23)| 22796012 | GSE39s62 GSMo71708 Primary adipocyles NA NA Inguinal white adipose lissue Forskolin (104M, 4 hrs) Beigefbrite
M1 | Beigelbrite (forskolin on IWAT)_M11J6) | 22796012 | GSE39s62 GSMT1710 Primary adipocyles NA NA Inguinal white adipose issue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigelbrite forskolin on IWAT)_M11(M3) | 22796012 | GSE39562 GsMaT1711 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigelbrite
M1 | Beigelbrite forskolin on IWAT)_M11(M4) | 22796012 | GSE39562 GsMe7T1712 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1 | Beigelbrite forskolin on IWAT) MT1(N13)| 22796012 | GSE39ss2 GsMeT1713 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigeibrite
M1 | Beigafbrie (forskolin on IWAT)_M11(x7) | 22796012 | GSE39562 GsMeT1715 Primary adipocyles NA NA Inguinal white adipose tissue Forskolin (104M, 4 hrs) Beigelbrite
M2 BAT_M12(r1) 25349387 | GSES4650 |  GSM1321062 Tissue 6 wesks Cs78L6, male Interscapular brown adipose tissue. None BAT
M2 BAT_M12(2) 25349387 | GSES4650 |  GSM1321063 Tissue 6 weeks C578L6, male Interscapular brown adipose lissue None BAT
M2 BAT_M12(3) 25349387 | GSES4650 |  GSM1321064 Tissue 6 weeks C57BL6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r4) 25349387 | GSES4650 |  GSM1321065 Tissue 6 weeks C57BL6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r5) 25349387 | GSES4650 |  GSM1321066 Tissue 6 weeks C57BL6, male Interscapular brown adipose tissue. None BAT
M2 BAT_M12(6) 25349387 | GSES4650 |  GSM1321067 Tissue 6 wesks C578L6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(7) 25349367 | GSESAES0 |  GSM1321068 Tissue 6 wasks C57BL6, male Interscapular brown adipose issue. None. BAT
M2 BAT_M12(3) 25349367 | GSESABS0 |  GSM1321069 Tissue 6 wesks C57BL6, male Iterscapular brown adipose tissue None. BAT
M2 BAT_M12(9) 25349387 | GSES4650 |  GSM1321070 Tissue 6 weoks Cs78L6, male Interscapular brown adipose tissue. None BAT
M2 BAT_M12(r10) 25349387 | GSES4650 |  GSM1321071 Tissue 6 wesks C578L6, male Interscapular brown adipose lissue None BAT
M2 BAT_M12(r11) 25349387 | GSES4650 |  GSM1321072 Tissue 6 weeks C578L6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r12) 25349387 | GSES4G50 |  GSM1321073 Tissue 6 weeks C578L6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r13) 25349387 | GSES4ES0 | GSM1321074 Tissue 6 weeks C578L6, male Interscapular brown adipose tissue. None. BAT
M2 BAT_M12(r14) 25349367 | GSES4650 |  GSM1321075 Tissue 6 wesks C578L6, male Interscapular brown adipose tissue None. BAT
M2 BAT_M12(r15) 25349367 | GSESAESD |  GSM1321076 Tissue 6 wasks C57BL6, male Interscapular brown adipose issue None. BAT
M2 BAT_M12(r16) 25349367 | GSESAES0 |  GSM1321077 Tissue 6 wesks C578L6, male Interscapular brown adipose tissue. None. BAT
M2 BAT_M12(r17) 25349387 | GSES4650 |  GSM1321078 Tissue 6 wesks Cs78L6, male Interscapular brown adipose tissue. None BAT
M2 BAT_M12(r18) 25349387 | GSES4650 |  GSM1321079 Tissue 6 wesks C578L6, male Interscapular brown adipose lissue None BAT
M2 BAT_M12(r19) 25349387 | GSES4650 |  GSM1321080 Tissue 6 weeks C578L6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r20) 25349387 | GSES4650 |  GSM1321081 Tissue 6 weeks C57BL6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r21) 25349387 | GSES4650 |  GSM1321082 Tissue 6 weeks C57BL6, male Interscapular brown adipose tissue None BAT
M2 BAT_M12(r22) 25349387 | GSES46S0 |  GSM1321083 Tissue 6 wesks C57BL6, male Interscapular brown adipose tissue None. BAT
M2 BAT_M12(r23) 25349367 | GSES46SD | GSM1321084 Tissue 6 wasks C57BL6, male Interscapular brown adipose issue None. BAT
M2 BAT_M12(124) 25349367 | GSESABS0 |  GSM1321085 Tissue 6 wesks C57BL6, male Interscapular brown adipose issue. None. BAT
M2 OWAT_M12(r1) 25349367 | GSES4650 |  GSM1321254 Tissue 6 wesks Cs78L6, male Epididymal white adipose issue None war
M2 SWAT_M12(12) 25349387 | GSES4650 |  GSM1321255 Tissue 6 wesks C578L6, male Epididymal white adipose lissue None war
M2 SWAT_M12(13) 25349387 | GSES4650 |  GSM1321256 Tissue 6 weeks C578L6, male Epididymal white adipose lissue None War
M2 SWAT_M12(r4) 25349387 | GSES4G50 |  GSM1321257 Tissue 6 weeks C578L6, male Epididymal white adipose issue None WAt
M2 SWAT_M12(r5) 25349387 | GSES4G50 |  GSM1321258 Tissue 6 weeks C578L6, male Epididymal white adipose tissue None War
M2 SWAT_M12(16) 25349387 | GSES46S0 | GSM1321259 Tissue 6 wesks Cs78L6, male Epididymal white adipose tissue None WAt
M2 SWAT_M12(r7) 25349367 | GSESAES0 |  GSM1321260 Tissue 6 wesks Cs78L6, male Epididymal white adipose issue. None WAt
M2 OWAT_M12(18) 25349387 | GSES4650 |  GSM1321261 Tissue 6 wesks Cs78L6, male Epididymal white adipose fissue None. war
M2 OWAT_M12(19) 25349387 | GSES4650 |  GSM1321262 Tissue 6 wesks Cs78L6, male Epididymal white adipose lissue None war
M2 SWAT_M12(r10) 25349387 | GSES4650 |  GSM1321263 Tissue 6 wesks C578L6, male Epididymal white adipose lissue None war
M2 SWAT_M12(1) 25349387 | GSES4650 |  GSM1321264 Tissue 6 weeks C578L6, male Epididymal white adipose lissue None War
M2 SWAT_M12(r12) 25349387 | GSES4G50 |  GSM1321265 Tissue 6 weeks C57BL6, male Epididymal white adipose tissue None WAt
M2 SWAT_M12(r13) 25349367 | GSES4650 | GSM1321266 Tissue 6 weeks C578L6, male Epididymal white adipose tissue None War
M2 SWAT_M12(r14) 25349387 | GSES46S0 | GSM1321267 Tissue 6 wesks Cs78L6, male Epididymal white adipose tissue None. WAt
M2 SWAT_M12(r15) 25349387 | GSES46SD | GSM1321268 Tissue 6 wasks Cs78L6, male Epididymal white adipose issue. None. WAt
M2 SWAT_M12(r16) 25349387 | GSES4650 |  GSM1321269 Tissue 6 wesks Cs78L6, male Epididymal white adipose fissue None. war
M2 SWAT_M12(r17) 25349387 | GSES4650 | GSM1321270 Tissue 6 wesks Cs78L6, male Epididymal white adipose issue None WAt
M2 SWAT_M12(r18) 25349387 | GSES4650 |  GSM1321271 Tissue 6 wesks C578L6, male Epididymal white adipose lissue None war
M2 SWAT_M12(r19) 25349387 | GSESA650 |  GSM1321272 Tissue 6 weeks C57BL6, male Epididymal white adipose lissue None War
M2 SWAT_M12(r20) 25349387 | GSESAG50 |  GSM1321273 Tissue 6 weeks C578L6, male Epididymal white adipose tissue None WAt
M2 SWAT_M12(:21) 25349387 | GSESAGS0 | GSM1321274 Tissue 6 weeks C578L6, male Epididymal white adipose tissue None War
M2 SWAT_M12(22) 25349387 | GSES4ESD | GSM1321275 Tissue 6 wesks Cs78L6, male Epididymal white adipose tissue None. WAt
M2 WAT_M12(:23) 25349367 | GSESdESD | GSMI321276 Tissue 6 wasks Cs78L6, male Epididymal white adipose issue None WAt
M2 OWAT_M12(124) 25349387 | GSES4eSD | GSM1321277 Tissue 6 wesks Cs78L6, male Epididymal white adipose fissue None. war
M3 WAT_M13(r1) 27974179 | GsesT191 GsM2324311 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose lissue None war
M3 WAT_M13(2) 27974179 | Gse8T191 GsM2324312 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose issue None War
M13 WAT_M13(3) 27074179 | GsesT11 GsM2324313 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose tissue None WAT
M13 WAT_M13(14) 2re74179 | GsesT1on GsM2324314 Tissue 810 weeks UCP1/Tomato mice Inguinal white adipose tissue None War
M3 BAT_M13(r1) 27974178 | GsesT19n GSM2324315 Tissue 810 weeks None. BAT
M3 BAT_M13(2) 27974178 | GsesT1on GsM2324316 Tissue 510 wesks UCP1Tomato mice Brown adipose tissue None. BAT
M3 BAT_M13(13) 27974178 | GsEsTIN GsM2324317 Tissue 510 weeks UCP1Tomata mice Brown adipose tissue None. BAT
M3 Beigefbrite (CL on IWAT)_M13(r1) 27974179 | GsEsT191 GSM2324318 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose lissue. cLate243L Beigefbrite
M3 Beigelbrte (CL on IWAT)_M13(12) 27974179 | GsesT191 GSM2324319 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose lissue cLate24aL Beigelbrite
M3 Beigelbrte (CL on IWAT)_M13(r3) 27974179 | GsE8T191 GSM2324320 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose issue cLate24aL Beigelbrite
M13 Beigefbrte (RS on IWAT)_M13(1) 27074179 | GsesT11 GsM2324321 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose tissue Roscovtine Beigeibrite
M13 Beigefbrte (RS on IWAT)_M13(12) 2ro74179 | GsesT1on GSM2324322 Tissue 810 weeks UCP1/Tomato mice Inguinal white adipose tissue Roscovitine Beigeibrite
M3 Beigefbrte (RS on IWAT)_M13(13) 27974178 | GsesT191 GsM2324323 Tissue 810 weeks UCP1/Tomato mice Inguinal white adipose tissue Roscoviine Beigeibrite
M3 Beigelbrite (RG on WAT)_M13(r1) | 27974179 | GSE8T191 Gsm2324324 Tissue 510 wesks UCP1Tomata mice Inguinal white adipose tissue Rosigltazone Beigefbrite
M3 Beigelbrite (RG on WAT)_M13(2) | 27974179 | GSE8T191 GsM2324325 Tissue 510 weeks UCP1Tomata mice Inguinal white adipose issue Rosigtazone Baigelbrite
M3 Beigelbrite (RG on WAT)_M13(13) | 27974179 | GSE8T191 GSM2324326 Tissue 810 weeks UCP1Tomato mice Inguinal white adipose issue Rosigitazone Beigefbrite
RI Treated BAT (cold)_R1(r1) 24700624 | GSES6248 |  GSM1357681 Tissue 6 weeks C57BL6 UCP1-TRAP, female | - Interscapular brown adipose tssue 4°C (2 weeks) Treated BAT
RI Treated BAT (cold)_R1(2) 24700624 | GSES6248 |  GSM1357682 Tissue 6 weeks C57BL6 UCP1-TRAP, female | Interscapular brown adipose tissue 4°C (2 wesks) Treated BAT
R1 Treated BAT (cold)_R1(13) 24700624 | GSESG248 |  GSM1357683 Tissue 6 weeks C57BL6 UCP1-TRAP, female | Interscapular brown adipose issue 4°C (2 wesks) Treated BAT
R1 Beigelbrite (cold on IWAT)_R1(r1) 24709624 | GSES6248 | GSM135T676 Tissue 6 wesks CS7BLE UCP1-TRAP, female Inguinal white adipose tissue 4°C (2 wesks) Beigeibrite
Rt Beigebrite (cold on IWAT)_R1(12) 24709624 | GSES6248 | GSM13sT6TT Tissue 6 wesks C57BL6 UCP1-TRAP, female Inguinal white acipose issue. 4°C (2 wesks) Beigeibrite
Rt Beigebrite (cold on IWAT)_R1(13) 24700624 | GSES6248 | GSM135T678 Tissue 6 wesks C57BLE UCP1-TRAP, female Inguinal whito acipose issue. 4°C (2 wesks) Beigefbrite




2 BAT_R2(11) 25556344 | SRAIBE644 |  SRR1G02555 Tissue 14 woeks C575L60/0 Interscapular brown adose tssue Vaticie BAT
2 Troated BAT (fex)_R2(1) 25550044 | SRATESGM |  SRR102556 Tissue 14 woeks C575L6.0/0 Interscapular brown adposo tssue Fox Treatod BAT
r2 WAT_Re(r1) 25550344 | SRATBSGM |  SRR1SO74SH Tissue 14 woeks C575L6,010 Inguinal white adipose tissue Varicie WAt
R Beigelrie fex on WAT) R2(rT) | 25659344 | SRATB8G44 |  SRR1S97454 Tissue 14 weeks c578L6 DIO Inginal white adipose issue Fex Beigelrie
R2 GWAT_R2(r1) 25556344 | SRATBG64 |  SRR1596699 Tissue 14 weeks C578L6 DIO. Gonadal white adipose tissue Veile WaT
R2 Beigelbrite (fex on gWAT)_R2(r1) 25559344 SRA188644 SRR1597452 Tissue 14 weeks CS7BL6 DIO Gonadal white adipose tissue Fex Beige/brite
) BAT_R3(r1) 23tes672 | EMTAB2624 | ERS4T2803 Primary adpocytes A A Interscapular brown adpose tssue None. AT
) BAT_R3(2) 23teo672 | EMTAB2624 | ERS472608 Primary adipocyles A A Interscapular brown adose tssue None. BAT
) WAT_R3(r1) 23160672 | EMTAB2624 | ERS472804 Primary adpocytes A A Inguinal whte aipose tissuo None. waT
) WAT_R12) 23160672 | EMTAB2624 | ERS472606 Primary adipocytes A A Inguinal white adpose tissue None waT
Ry Beigelbri (RG on WAT) R3() | 23166672 | EMTAB-2624 |  ERS472807 Primary adipocyles NA NA Inginal white adipose issue Rosigitazone (1uM) Beigelrie
R3 Beigelbrite (RG on WAT) R3(2) | 23166672 | E-MTAB2624 | ERs472805 Primary adipocyles NA A Inguinal white adpose issue Rosigitazone (1uM) Beigelie
Re BAT_Ra(r1) 2ssa0087 | Gsesagst | GSMis2ia02 Tissue, S weeks CS7BL6, male Interscapular brown adipose tissue None, BAT
Re BAT_R4(2) 2530087 | Goesasst | GSMis21303 Tissue S woeks C578L6, male Interscapuiar brown adpose tssue None, BAT
Re BAT_R4(3) 25340087 | GEsagst | GSMis21304 Tissue 5 wocks CS75L6, male Interscapular brown adpose tssue None, BAT
Re BAT_Ri(ct) 25349387 | GoEsiest | GSMis2130s Tissue 5 wooks C575L6, male Interscapular brown adposo tssue None. BAT
Re BAT_R4(5) 25349367 | GsEsaest | Gsm121306 Tissue B wooks C57BL6, male Interscapular brown adposo tssue None BAT
Re BAT_R4(6) 25349367 | GsEsaest | esm12ia07 Tissue 6 veels co7BLs, male Interscapular brown adipose ssue None BAT
Ra BAT_R4(7) 25349367 | GsEsaest | Gsm121308 Tissue 6 veeks co7BLs, male Interscapular brown adipose ssue None. BAT
R BAT_R4(8) 25349567 | GSEsdest |  GsM121309 Tisve Sweeks C578L6, male Interscapular brown adipose ssue None, BAT
Re SWAT_RA(r1) asme087 | Gsesesst | Gswm1aziass Tissue S woeks C578L6, male Epididymal wite acipose lissue None, waT
Re SWAT_RA(12) 2ssa0087 | GoEsagst | GsMis2iae7 Tissue S woeks C578L6, male Epididymal white acipose lssue None, waT
Re SWAT_Ra(3) 25340087 | GoEsisst | GsMisziaes Tissue 5 wocks C57BL6, male Epicidymal white aipose fissuo None, waT
Re WAT_Ri(14) 25349367 | GSEsdest | GswM1321369 Tissue 5 wooks C578Ls, malo Epicidymal white adpose tissuo None. AT
Ra WAT_Ra(5) 25345367 | GsEsaest | esmiieno Tissue B wooks C575L6, male Epididymal white adpose tissuo None WAt
Re WAT_Ra() 25349367 | GSEsaest | Gsmiiart Tissue 6 veels C578L6, male Epididymal white acipose lssue None WAt
Ra WAT_RA(T) 25349367 | Gsesaest | esmiier2 Tissue 6 eeks C57BLS, male Epididymal white acipose lssue None war
R WAT_Ra() 2500087 | GsEsaest | GsMis21ars Tisue 6 weeks Co78L6, male Epididymal wite acipose lissue None, AT
w1 Clone (subcutaneous neck)_subject 4 | 26076036 | GSE68544 Gsmteragey | SVF cells from subcutaneous NA Immortalized human clonal Immortalization, culture, differentiation| NA
and subpltysmal neck Subjecta preadipocytes
M1 Clone? (subcutaneous neck)_subject 3 26076036 GSE68544 GSM1674868 SVF cells from subcutaneous NA Immortalized human clonal Immortalization, culture, differentiation| NIA
- and subpltysmal neck sublects preadipocyies
0076036 ; SVF call from subcutaneous immortlized human lonal
nM1 | Cloned (subcutaneous neck) subject2 | 2607603 | GSEGSSAs |  GSM1G748s9 o e A et talzed ruman immortalzaton, cultre, diferentation| NI
w1 Cloned (subcutaneous neck)_subject 1 | 26076036 | GSE68544 Gsmie7agzo | SVF cells from subcutaneous s Immortalized human clonal Immortalization, culture, differentiation| NiA
and subplatysmal neck. Subject 1 proacipocytes
M1 Clone (subcutaneous neck)_subject 1 26076036 GSE68544 GSM1674871 SV cells from subcutaneous NiA Immortalized human clonal Immortalization, culture, differentiation| NIA
and subpltysmal nack Subject 1 preadipocyies
hM1 Clone7 (subcutaneous neck)_subject 1 26076036 GSEB8544 GSM1674872 SVF calls from subcutaneous NA Immortalized human clonal culture, differentiation| NIA
and subplatysmal neck Subject 1 preadipocyles
w1 Clones (subcutaneous neck)_subject 1 | 26076036 | GSE68544 Gsmie7agzs | SVF cells from subcutaneous NA Immortalized human clonal Immortalization, culture, differentiation| NA
- and subplalysmal neck. Subject 1 proadipocyles
SVF colsfom subcutaneous Immrtalzed human cional
nM1 | Clones (subcutaneous neck)_subject 1 | 2607603 | GSEGSS44 |  GSM1G748T4 o e NA st falzed rumen immortalization, cuure, diferenttion]  NIA
w1 Clone10 (deep neck)_subject 1 26076036 | GSEB8544 GSM1674875 SVF calls from deep neck NA Immortalized human clonal Immortalization, culture, difierentiation| NA
Subject 1 preadipocyles
it Clone (eepnock_subect4 | 200760% | GSEGgse4 | GSMISTSTS | SVE cllsfomdeep neck A moralzed uman Senal |\ alzason,ctur, dforentaton] N
Sublect preadipocytes
. ; Immrtalzed human cional
1 Clonet2 (deep neck)_subject 2 2607603 | GSEGssa4 | GSMIS7aET7 | SVF cells fom doep neck NA et taized ruman immortalzaton, cultre, diferentation|  NIA
w1 Clone13 (deep neck)_subject 3 26076036 | GSEG8544 GSM1674878 SV calls from deep neck s Immortalized human clonal Immortalization, culture, differentiation| NiA
Subect 3 preadipocytes
hmt Clone14 (deep neck)_subject 4 26076036 | GSE68544 GSM1674879 SVF cells from deep neck NiA subiectd "“"‘"":“‘Z“D"“';‘f" clonal Immortalization, culure, differentiation| NIA
ubiect readpocytes
hM1 Clone15 (deep neck)_subject 2 26076036 GSEB8544 GSM1674880 SVF cells from deep neck: NA Immortalized human clonal Immortalization, culture, differentiation NIA
Subject2 preadipocyles
w1 Clone16 (deep neck)_subject 4 26076036 | GSEG8544 GSM1674881 SV cells from deep neck NA Immortalized human clonal Immortalization, culture, differentiation| NiA
Subjecta proadipocyles
Immrtalzed human cional
hMt Clone17 (deep neck)_subject 1 2607603 | GSE68544 | GSM1674882 | SVF cells from deep neck A et P immortalization, culture, differentation| NA
w1 Clone18 (deep neck)_subject 1 26076036 | GSEB8544 GSM1674883 SVF calls from deep neck NA Immortalized human clonal Immortalization, culture, difierentiation| NA
Subject 1 preadipocyles
it Clone19 doopnck subect4 | 2607609 | GoEessés |  GSMoTaass | SV cel rom doepneck A moralzed uman S6nal |\ azason,ctur, dforentaton] N
Sublect preadipocytes
P R Immrtalzed human cional orontotor] )
1 Clone20 (deep neck)_subject 1 2607603 | GSEGssa4 | GSMie7asss | SVF cells fom doep neck NA Sunpats o e immortaizaton, cultur, diferenta NA
w1 Clone21 (deep neck)_subject 1 26076036 | GSEG8544 GSM1674886 SV calls from deep neck s Immortalized human clonal Immortalization, culture, differentiation| NiA
Subect 1 preadipocytes
hmt Clone22 (deep neck)_subject 2 26076036 | GSE68544 GSM1674887 SVF cells from deep neck NiA subpat? "“"‘"":“‘Z“D"“';‘f" clonal Immortalization, culure, differentiation| NIA
dbject readpocytes
hM1 Clone23 (deep neck)_subject 1 26076036 GSEB8544 GSM1674888 SVF cells from deep neck: NA Immortalized human clonal Immortalization, culture, differentiation NIA
Subject 1 preadipocyles
w1 Clone24 (deep neck)_subject 1 26076036 | GSEG8544 GSM1674889 SV cells from deep neck NA Immortalized human clonal culture, differentiation NiA
Subect 1 preadipocytes
Immrtalzed human cional
hMt Clone25 (deep neck)_subject 1 2607603 | GSE68544 | GSM1674890 | SVF cells from deep neck A St P immortalization, culure, differentiation| NA
w1 Clone26 (deep neck)_subject 1 26076036 | GSEB8544 GSM1674801 SVF calls from deep neck NA Immortalized human clonal Immortalization, culture, difierentiation| NA
Subject 1 preadipocyles
it Clone2? (doopneck oot 1| 2607609 | GEessés |  GsMoTasez | SV cel rom doepneck A moralzed uman Senal |\ alzason,ctur, dforentaton] N
Subject 1 preadipocytes
. ; Immrtalzed human cional
1 Clone2 (deep neck)_subject 1 2607603 | GSEGssa4 | GSMIG7a803 | SVF cells fom doep neck NA st taized ruman immortalzaton, cultre, diferentation|  NIA
w1 Clone29 (deep neck)_subject 1 26076036 | GSEG8544 GSM1674894 SV calls from deep neck s Immortalized human clonal Immortalization, culture, differentiation| NiA
Subect 1 preadipocytes
hmt Clone30 (deep neck)_subject 1 26076036 | GSE68544 GSM1674895 SVF cells from deep neck NiA s , "“"‘"":“‘Z“D"“';‘f" clonal Immortalization, culure, differentiation| NIA
dbject readpocytes
hM1 Clone31 (deep neck)_subject 1 26076036 GSEB8544 GSM1674896 SVF cells from deep neck: NA Immortalized human clonal Immortalization, culture, differentiation| NIA
Subject 1 preadipocyles
w1 Clone32 (deep neck)_subject 4 26076036 | GSEG8544 GSM1674897 SVF cells from deep neck NA Immortalized human clonal Immortalization, culture, differentiation| NiA
Subjecta proadipocyles
Immrtalzed human cional
hMt Clone33 (deep neck)_subject 4 2607603 | GSE68544 | GSM1674898 | SVF cells from deep neck A St P immortalization, culure, differentation| NA
w1 Clone34 (deep neck)_subject 2 26076036 | GSEB8544 GSM1674808 SVF calls from deep neck NA Immortalized human clonal Immortalization, culture, difierentiation| NA
Subject2 preadipocyles
it Cloneas (doopncksublect2 | 2607609 | GSEessé4 |  GSM1STis00 | SV cals rom doepneck A moralzed uman Senal |\ alzason,ctur, dforentaton] N
Subject2 preadipocytes
. N ; Immrtalzed human cional
1 Clone36 (deep neck)_subject 2 2607603 | GSEGssa4 | GSMIG7a%01 | SVF cells fom doep neck NA et taized ruman immortalzaton, cultre, diferentation|  NIA
w1 Clone3 (deep neck)_subject 1 26076036 | GSEG8544 GSM1674902 SV calls from deep neck s Immortalized human clonal Immortalization, culture, differentiation| NiA
Subect 1 preadipocytes
hmt Clone38 (deep neck)_subject 1 26076036 | GSE68544 GSM1674903 SVF cells from deep neck NiA s , "“"‘"":“‘Z“D"“';‘f" clonal Immortalization, culure, differentiation| NIA
dbject roadpocytes
hM1 Clone39 (deep neck)_subject 1 26076036 GSEB8544 GSM1674904 SVF cells from deep neck: NA Immortalized human clonal Immortalization, culture, differentiation NIA
Subject 1 preadipocyles
w1 Clone40 (deep neck)_subject 4 26076036 | GSEG8544 GSM1674905 SV cells from deep neck NA Immortalized human clonal Immortalization, culture, differentiation| NiA
Subect 4 preadipocytes
Immrtalzed humn cional
i Gloned1 (deep neck)_subject 1 20076006 | GSEsEs4 | GSMI1674906 | SVF cels from deep neck NA st falzed rumen cullre, diferentiation|  NIA
w1 Clone42 (deep neck)_subject 1 26076036 | GSEB8544 GSM1674807 SVF calls from deep neck NA Immortalized human clonal Immortalization, culture, difierentiation| NA
Subject 1 preadipocyles
w2 Decp neck_patient 1 ast0207 | Gsesazso | Gsmistzes Deep neck NA Primary human adipocyles Nore NA
Patent 1
2 Deep nock_patent 2 25102207 | Gsesazso | Gsmistizes Doop neck A ootz Primary human adipocyes None NA
atont
w2 Desp neck_patient 3 25102227 | sesaze0 | Gsmiatizer Deep neck NA patents Primary human adipocyles None NA
aient
w2 Decp neck_patent 4 5102207 | Gsesazso | Gsmistizes Deep neck. NA Primary human adipocyles Nore NA
Patienta
2 Deep neck_patent 5 25102207 | Gsesaze0 | GsmistTen Doop neck NA etonts Primary human adipocyles None NA
aient
w2 Deep neck_patient 6 25102227 | Gsesaze0 | Gsmrati7es Deep neck NA satents Primary human adipocytes None NA
atent
iz Subcutaneous neck _pationt 1 25102207 | Gsesazs0 | GsmistiTes Subcutaneous neck A Primary human adpocyles Nore NA
Patent 1
M2 ‘Subcutaneous neck_patient 2 25102227 GSE54280 GSM1311786 Subcutaneous neck NA o ) Primary human adipocytes None NA
atent
w2 Subutaneous neck_patient 3 ast0207 | Gsesazso | Gsmistizes Subcutaneous neck A Primary human adipocyles Nore NA
Patients
2 Subcutaneous neck pationt 4 25102207 | Gsesazs0 | GsM1sTe0 Subcutaneous nack A Primary human adipocyes None NA
Patient
w2 Subcutaneous neck_patint 5 25102227 | Gsesaze0 | Gsmatize Subcutaneous neck NA atents Primary human adipocyles None NA
aient
w2 Subcutaneous neck_patient 6 5102207 | Gsesazso | Gsmistizes Subcutaneous neck A Primary human adipocyles Nore NA
Patients
hM3 SWAT (cold acclimation)_patient 2 26147760 GSE67207 GSM1644008 Abdominal subcutaneous fat NA Patient 2 Primary adipocytes from human type 2| g 4o days of cold acclimation NIA

diabetic patients




| SWAT(ou scomaton) patents | zotarien | GsEerzsr | GswiGsd0tz | Avdomnal subcuanaous A atenta Prinar adocytes fom Puman 99 2 g 1 day of cold acimaton NA
WMI | SWAT(co accimalon) patent4 | 2647760 | GSESTZO7 | GSM1GA01S | Abdominlsubcutaneous fa A Patent 4 Primary adpocycs fom M 02 2| e 10 aysof cold actmaton A
W3 | SWAT(o scoimaton) patents | 2617760 | GSEGTZS7 |  GSMIGHs005 | Aodominlsubctansous fat A Patents Primar adocyies fom PN 59 2 | e 10 days of cold accimaton A
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