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Supplementary Figure S1
Unprocessed Western Blot supporting Figure 3: Time course and hallmarks of miR-744 induced apoptosis 
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Densitometrical analysis of Western Blots for Figure 3


Supplementary Figure S2
Unprocessed Western Blot supporting Figure 6: HNRNPC and NFIX as direct targets for miR-744
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Densitometrical analysis of Western Blots for Figure 6


Supplementary Figure S3
Unprocessed Western Blot supporting Figure 7: Signalling pathways leading to apoptosis
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Densitometrical analysis of Western Blots for Figure 7
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PARP	0.22104996333191534	0.15191676237923468	0	4.5513138950205465E-2	0.22104996333191534	0.15191676237923468	0	4.5513138950205465E-2	untreated	DT	NT	hsa-miR-744-5p	1.0828976745216574	0.42464470603532611	1	1.0367044605703528	cleaved PARP	9.7609021028986692E-2	0.89740722861185351	0	0.24836573693502059	9.7609021028986692E-2	0.89740722861185351	0	0.24836573693502059	untreated	DT	NT	hsa-miR-744-5p	1.0985399017881474	6.7070872455264663	1	2.0238188260358774	Caspase 3	0.21984731378901828	4.6574702903652045E-2	0	0.10678969871532562	0.21984731378901828	4.6574702903652045E-2	0	0.10678969871532562	untreated	DT	NT	hsa-miR-744-5p	1.2629892299156029	1.1469213524894573	1	1.0148860971096965	cleaved Caspase 3	4.1123688119161297E-2	0.50754319591964592	0	0.2477779263632329	4.1123688119161297E-2	0.50754319591964592	0	0.2477779263632329	untreated	DT	NT	hsa-miR-744-5p	0.74429455549141355	2.6860940095716033	1	1.3486681274353842	relative expression to GAPDH
[fold change]
NFIX	2.08854012902886E-2	0	0.13434018557746513	3.656228397217362E-2	0	0.20925913018327025	2.08854012902886E-2	0	0.13434018557746513	3.656228397217362E-2	0	0.20925913018327025	SKOV3 untreated	SKOV3 NT	SKOV3 hsa-miR-744-5p	OVCAR3 untreated	OVCAR3 NT	OVCAR3 hsa-miR-744-5p	0.92314159826753883	1	0.62199907315877923	0.95007317941750868	1	0.55895701894427507	HNRNPC	3.4865269369465289E-2	0	4.7516506144287936E-2	9.7055689005969299E-3	0	5.7238415421696796E-2	3.4865269369465289E-2	0	4.7516506144287936E-2	9.7055689005969299E-3	0	5.7238415421696796E-2	SKOV3 untreated	SKOV3 NT	SKOV3 hsa-miR-744-5p	OVCAR3 untreated	OVCAR3 NT	OVCAR3 hsa-miR-744-5p	0.94202202726727391	1	0.52418139185550017	0.92170239736542292	1	0.38774981802267727	relative expression to GAPDH
 [fold change]
NFIX	untreated	NT	hsa-miR-744-5p	siRNA NFIX	1.1289303337761116	1	0.45914430313563198	0.44306882549817844	AR	untreated	NT	hsa-miR-744-5p	siRNA NFIX	0.88745662867506936	1	1.1709024543417534	0.95607302715395182	FOXA1	untreated	NT	hsa-miR-744-5p	siRNA NFIX	0.97178409489419615	1	1.0583300308677974	0.99064700582266318	BCL2	untreated	NT	hsa-miR-744-5p	siRNA NFIX	1.1956942329374127	1	0.50506997987228786	0.43406979825883235	relative expression to GAPDH
 [fold change]
HNRNPC	untreated	NT	hsa-miR-744-5p	siRNA HNRNPC	0.78122190107306666	1	0.47416569041806222	0.26720719467503912	pAKT	untreated	NT	hsa-miR-744-5p	siRNA HNRNPC	1.0987502033801735	1	0.33123112545525907	0.34229525118859033	AKT	untreated	NT	hsa-miR-744-5p	siRNA HNRNPC	0.98907109847260477	1	0.85212149920296443	0.89667406009550021	relative expression to GAPDH
[fold change]
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