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Supplemental Figure 1. MUP1 protein regulation, as detected in the proteome, by the indicated 

interventions (A). Cycle threshold (Ct) values for Mup1 and Hprt (used as a housekeeper) (B,C) in 

indicated tissues (n = 3-5). Data are means +/- SEM. $$$p < 0.001 between the indicated groups. *q 

< 0.05 and fold-change +/-50%. 

 


