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Supplemental Figure S3. Putative NMD targets span a range of diverse biological processes. (A) The
sure set of AS-NMD target GO term enrichment. (B) The broad set of AS-NMD target GO term enrich-
ment. Significantly over-represented GO biological process terms among the predicted AS-NMD targets
(95% confidence). Terms are colored and sorted ascendingly according to p-value.



