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The Most Enriched GO Terms (JQ1 vs. Vehicle)

DNA templated transcription -
Intracellular part-

cell q

Cell part-

organelle q

intracellular

Extrinsic component of membraneq
Membrane bound organelleq
binding-

E Adenyl nucleotide binding-
— Purine nucleotide binding-
8 Heterocyclic compound binding-

oOrganic cyclic compound binding+
ATP binding -

Purine ribonucleoside triphosp-
Purine nucleoside binding+
Ribonucleoside binding q

Purine ribonucleoside binding-
Adenyl ribonucletide binding-
Purine ribonucleotide binding+
Nucleoside binding
Ribonucleotide binding q

lon binding 4

Carbohydrate derivative binding-
Anion binding -

Nucleotide binding 4

Nucleoside phosphate bindingq
Small molecule binding
Cytoskeletal protein binding-

Protein binding -

D. Up-Regulated

Statistics of Pathway Enrichment
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C. Down-Regulated

Fig. S3

The Most Enriched GO Terms (JQ1 vs. Vehicle)
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E. Down-Regulated

Statistics of Pathway Enrichment
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