
Table EV2. List of primers used in this study. 

 

Primers 

name Sequence (restriction sites bold) 

N-flag-TRNP1-forw TCCGCATCTGAATTCCCCACGCACATGGATTACAAGGACGACGATGATAAGGGGATCCCGGGCTGCCGAA 

N-flag-TRNP1-rev GGGTCTAGATATCTCGAGGGATACTC 

Delta 1-16 forward:  CCCAGGTCGACATGGCAGAACCGGGGTCGCCCCC 

Delta 1-56 forward:  GCCCTGTCGACATGGCCGAGACACCCGTGGAAGGG 

Delta 1-97 forward:  GGCAGGTCGACATGGAGCTGGCCGAAGCGCGG 

Delta 1-140 forward: GCCTGGTCGACATGGCCGAGAGCCTGAGCCGC 

Delta 56-223 reverse:  GCACCCTCGAGTTAGCGCTGCAGCTCCTG 

Delta 95-223 reverse: TATTACTCGAGCTAACGGCCCCCTGCCCCC 

Delta 140-223 reverse:  CTTGACTCGAGACCCGTGCTAAGCCAGGTAGAGCTC 

Trnp1Aggreg Forw 1 GAAGCGCGTCGACGACTGCTAGAAGTGGAGGGC 

Trnp1Aggreg Forw 2 GCGCCTGTCGACTCGCGCCGAGAGCC 

Trnp1Aggreg Forw 3 GCGCACGGGTCGACTCTCAAGAAGGGTGCGC 

Trnp1Aggreg Rev 1 GCCGCGGATCCGGCTCAGGCTCTCGGCG 

Trnp1Aggreg Rev 2 ACTCCGGGATCCGCGGCGCGCACC 

Trnp1Aggreg Rev 3 CTCCGGATCCTGGCCGCGCCGTA 

recombTrnp1CC forw GGCGAAGGCCATGGGCCGTGCGCTGGAGCT 

recombTrnp1CC rev CACCCTTCTCGAGACGGGATCAGTGCGCA 

qPCR Trnp1-forw AGTCAGCTGGGGGTCCAT 

qPCR Trnp1-rev ATGCAGAAGTCAGTCCAGACC 

Oligo mutCC Trnp1 ATCCGGATATAGTTCCTCCTTTCAGCAAAAAACCCCTCAAGACCCGTTTAGAGGCCCCAAGGGGTTATGCT 
AGTTATTGCTCAGCGGTGGCAGCAGCCAACTCAGCTTCCTTTCGGGCTTTGTTAGCAGCCGGATCTCAGTG 

GTGGTGGTGGTGGTGCTCGAGTCAGCGCTGGGGGGAGGCGGGGCCGCGGGGCGGGCTGCGGCGGAAGGG 

CGAGTCGGGCTCCGGGCCCTGGCCGCGCCGTAGCCGCCCTGCGCCCCAGGGCACGCAGCTCCCCAGGCCGA 
GCGCGGACGCCAGCAGCGCCGGGGGACGACCCCGGCGACCGCGGCGCGCACCCTTCTTGAGACGGGACCC 

GTGCGCAGCCTGGTAGAGCTCCTCCTGGGCCTCGCCGCCGCTCGCGCGGCTGCGGCTCTCGGCGTAATGCG 

CCTCGCGCAGCTCATGAGCCAATGCGACTCGGTGGTACTGCAGGTACCGGCTCTCCGCCTCCGAATGCAGG 

CGCCGGCGGCCCTCCTCTTCTAGCAGATGCCGCCGGTATTCGGCCAGCTCCAGCGCACGGCCCCCTGCCCCC 

GCCGCCGCGCCCGCGATCCCCGCCGGGCCCGCGCCCCCAGACCCCCCACTAGCACCCTGGCGCCAGCGCTG 

CAGCTCCTGCCCTTCCACGGGTGTCTCGGCCGCCTCGGGTAAGGGCGGTGACTTAGTGGGGGTCGGAGTCG 

AGGTCGGCGATGGGGAAGGGGGCTGGAGGGACGGCAGGGGCTCCCGGGGTGGCGGCGGGGGCGACCCCG 

GTTCTGCCGTCCCTTCCTGGGCCCCTGGGCCGCAGGCGCTGATTCGGCAGCCCGGCATCGCCATGGCGCC 

GGATCCATAAAGATTCTCAGAACCACTGCCAGATCCCGAATTAGTCTGCGCGTCTTTCAGGGCTTCATCG 

ACAGTCTGACGACCGCTGGCGGCGTTGATCACCGCAGTAC 

 

 

 


