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Note: Predictive testing was performed in the two asymptomatic children III-1 and III-2. III-1 is presently 9 years old and III-2 is presently 6 years old. Disease-causing variants are typically associated with a late-onset phenotype 1.
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Note: No DNA and phenotype information were available from III-16. Also, no DNA was available from IV-9.
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