Supplemantary file 1: Forward and reverse primers used for the genes APH1A / B, PSENEN, PSEN1 / 2 and NCSTN (from Dr. Gertrud Eckstein, Helmholtz Center Munich, PCR primer determined with ExonPrimer software, analysis for mutations with Staden Package 2.0)

	Gene/Exon
	Primer name
	Forward Primer (5’-3’)
	Primer name
	Reverse Primer (5’-3’)
	Product (bp)

	APH1A (Chr1)
	 
	 
	 
	 
	 

	1
	APH1A_Ex1_F
	TCCCATTTGCCTGTCCTG  
	APH1A_Ex1_R
	AGTTCCTCCAGCCCCTTC  
	234

	2-3
	APH1A_Ex2-3_F
	TTGATTTCTCTGGCTCCCAC  
	APH1A_Ex2-3_R
	AGACTTCCCTAGAGGAGGGG  
	530

	4-5
	APH1A_Ex4-5_F
	TCAGTGGTGAACAGGCAATAG  
	APH1A_Ex4-5_R
	AGTGAGGATACCCTTTCCCC  
	544

	6
	APH1A_Ex6_F
	TATGGGGATTAGGTCGAGGG  
	APH1A_Ex6_R
	AGTCATGGGCAGTGGACAG  
	248

	7
	APH1A_Ex7_F
	TTGTTGTGTCCAGGACTCCC  
	APH1A_Ex7_R
	ATACAGGGCGAGGACATCAG  
	201

	APH1B (Chr 15)
	 
	 
	 
	 
	

	1
	APH1B-Ex1_F
	AGGCCCTAGCGTTTACCC  
	APH1B-Ex1_R
	CTGAAACGCAACAAGGTCG  
	470

	2a
	APH1B-Ex2a_F
	ACCAAGGAAAATGCACCGTT
	APH1B-Ex2a_R
	GGCTGGAAATGTACCAATCTCTT
	493

	3
	APH1B-Ex3_F
	TTGAAAATTTGCTGGGTTTGTT
	APH1B-Ex3_R
	GGCCAAGGCAGTAATAAACAACT
	353

	4
	APH1B-Ex4_F
	CAGGAAGAACATAAGCACCCTT
	APH1B-Ex4_R
	CCACTGAAATTCCTAAGCCAGT
	325

	5
	APH1B-Ex5_F
	AAACTCTCTTGCTGAGGTGTGGT
	APH1B-Ex5_R
	GGTGGTCTTTTTGTGGTAAGACTT
	408

	6
	APH1B-Ex6_F
	TTTGGTGAAACACACCCAAG
	APH1B-Ex6_R
	TTTCAGAAAAAGGCACAGTTG
	359

	PSENEN (Chr 19)
	 
	 
	 
	 
	

	1-3 (cod. ex1 u. ex2)
	PSENEN_Ex1-3_F1
	CCTCTCCAGGCGCTTACCAA
	PSENEN_Ex1-3_R
	CCAGCCTTCCCTTCTCACCC
	1176

	 
	PSENEN_Ex1-3_F2
	GGATTGAGGGCCTGGACTCTT
	 
	 
	453

	4 (cod. ex3)
	PSENEN_Ex4_F
	GAGAGGGGGAAGCGGGGAAT
	PSENEN_Ex4_R
	GCCTCGTACAAAGCTCTCAACA
	527

	PSEN1 (Chr 14)
	 
	 
	 
	 
	

	3 (cod.ex1)
	PSEN1_Ex3_F
	TTTCTTTCCCTTTTCAGAACC
	PSEN1_Ex3_R
	CTCAGAGGTGAGGGGAGATG
	226

	4 (cod.ex2)
	PSEN1_Ex4_F
	CCGTTACCTTGATTCTGCTG
	PSEN1_Ex4_R
	AGGCCTTCAAGGTGATGATG
	391

	5 (cod.ex3)
	PSEN1_Ex5_F
	GGAGGTGGTAATGTGGTTGG
	PSEN1_Ex5_R
	TTACACATGCACCTGGCTTC
	402

	6 (cod.ex4)
	PSEN1_Ex6_F
	CTTTTTAAGGGTTGTGGGACCT
	PSEN1_Ex6_R
	CTGCCTCTTCGAATTTAAGAGCT
	669

	7 (cod.ex5)
	PSEN1_Ex7_F2
	GGACTACATTACTGTTGCACTCCT
	 
	 
	257

	8 (cod.ex6)
	PSEN1_Ex8_F
	TTTCCTTCGTTAATTCCTCCCT
	PSEN1_Ex8_R
	GAAACAAAGAGATCTGCAGGAGTT
	331

	9 (cod.ex7)
	PSEN1_Ex9_F
	GAAATGATGGCTTGTTGTTGTCT
	PSEN1_Ex9_R
	CTGTTAGCTTATAACAGTGACCCTG
	222

	10a (cod.ex8)
	PSEN1_Ex10a_F
	TACAGCCCATGCTTTGTGG
	PSEN1_Ex10a_R
	TTCTCAAAAAGGTTGATAATGTAGC
	375

	11 (cod.ex9)
	PSEN1_Ex11_F
	GGGCAGTGATATTTTTGAATTGT
	PSEN1_Ex11_R
	AACTGCCTTAAAGGGACTGTGT
	273

	12 (cod.ex10)
	PSEN1_Ex12_F
	AAGACTTGTGATTGAGTTTTGCC
	PSEN1_Ex12_R
	AAATCACCTTTGTCCTCCCC
	308

	PSEN2
	 
	 
	 
	 
	

	4
	PSEN2-Ex4_F
	GACTTGTGTCCAAGTCTCCAGGT
	PSEN2-Ex4_R
	TCATCATTACTTCCCTTCTCCCT
	381

	5
	PSEN2-Ex5_F
	CCGTGCATTACATGGATAGG  
	PSEN2-Ex5_R
	CCCTGGCAACTCAGCCC  
	335

	6
	PSEN2-Ex6_F
	GAATCACTCAAGGTGGGGAG  
	PSEN2-Ex6_R
	CATGGTGTGGGGCAGAC  
	270

	7
	PSEN2-Ex7_F
	TTAGAATTTGTGGCGCTTGG  
	PSEN2-Ex7_R
	CACTTGTGCCACATGGAGAG  
	180

	8
	PSEN2-Ex8_F
	TGCTAGGCTGTAATGCCTCC  
	PSEN2-Ex8_R
	GATTTGGCCCTGGACATC  
	334

	9
	PSEN2-Ex9_F
	GCTACAGGGCAGGCTCTTC  
	PSEN2-Ex9_R
	GTCAACTCTGAAAGCCACGG  
	266

	10
	PSEN2-Ex10_F
	CTGCAGGCAGCCACTGTTAG  
	PSEN2-Ex10_R
	AGAGCTGGGTGCAGGTAGG  
	207

	11
	PSEN2-Ex11_F
	TGTTGTCCCCTCCTCACG  
	PSEN2-Ex11_R
	ACCCTCTGTCTCCGCTCC  
	215

	12
	PSEN2-Ex12_F
	CTGGGCCAGAGTTTCTCTTC  
	PSEN2-Ex12_R
	CACCACAATGAGGACCCTG  
	258

	13
	PSEN2-Ex13_F
	ACCATGACTCACAGCTCCTG  
	PSEN2-Ex13_R
	AAAACTATACAACTGCATCCAATG  
	288

	NCSTN (Chr 1)
	 
	 
	 
	 
	

	1
	NCSTN_Ex1_F
	CATAGCTGGGTGCCATGTAG
	NCSTN_Ex1_R
	GACATGGATGTTACTTAGTATCTAGGG
	376

	2
	NCSTN_Ex2_F
	TACCCAAGCCATACTTCAGGTT
	NCSTN_Ex2_R
	TGCCTAGCTTGACAGACGGT
	341

	3
	NCSTN_Ex3_F
	GGATAAAAGATACGCAGAATCAGT
	NCSTN_Ex3_R
	CTGGTTCTCCCTTTCAGCTT
	667

	4
	NCSTN_Ex4-F
	CCCCCTTACATGGTTCTGCT
	NCSTN_Ex4-R
	TGGCCCATAGGAATTGGAGT
	1049

	5a
	NCSTN_Ex5a_F
	TATTCCCCATCCTTCCCTTC 
	NCSTN_Ex5a_R
	TGCTAGGAGCTGGCAGTGTC
	193

	5b
	NCSTN_Ex5b_F
	AGTCCCCCTATTCCCCATC
	NCSTN_Ex5b_R
	CCACACCTGGCTAGAAAAATAATC
	242

	6
	NCSTN_Ex6_F
	CTCCTTCTGGGATGTAAGGG  
	NCSTN_Ex6_R
	CTGGTTCCACTCTCCCTCTG  
	280

	7,8
	NCSTN_Ex7-8_F
	AGCTCCATCCAAAGCACCTT
	NCSTN_Ex7-8_R
	TTCTCCAACCAGTAGCCACTCT
	946

	9,10
	NCSTN_Ex9-10_F
	TTGAGGTGACCTGAGATAGTCGT
	NCSTN_Ex9-10_R
	AACAGCTGTGGTGTTCATCCTT
	620

	11
	NCSTN_Ex11_F
	AGGAAATTCAGAGAGCCTTGGT
	NCSTN_Ex11_R
	CTGAAGTTCTGGAGGGGGTAGT
	457

	12,13
	NCSTN_Ex12-13_F
	ATTGTCTCTCACCCCTTTCTTCT
	NCSTN_Ex12-13_R
	AGACTGGCCAGATAGACTGGAGT
	641

	14-16
	NCSTN-Ex14-16-F
	CCCATGACTGGGTCTCCACT
	NCSTN-Ex14-16-R
	GCCTCCTAAGGGAACATGCT
	1238

	17
	NCSTN_Ex17_F
	TAGGCTGGAGAGATGTTGCC  
	NCSTN_Ex17_R
	GGAGCGGAGGAAGGGAG  
	465




