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Correction to: Genome Biol 22, 94 (2021)

https://doi.org/10.1186/s13059-021-02273-7

Following publication of the original paper [1], it was noticed that a typesetting error

occurred. Julien Gagneur was mistakenly not indicated as a corresponding author. This

has been corrected and the original article [1] has been updated.
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