ESM Table 1. Inputs used to train the models.

Input
AGE

SEX

BMI

HBALC

IAA

GADA

IA2A

ZNT8A

ABNO
Antibody profile
Gl

Glz

GA

GAZ

GAIZ

OTHER

HLA results
PROTECTIVE HLA

HLA-DR3
HLA-DR4

OGTT measurements
GLUCO
GLUC 30
GLUC 60
GLUC 90
GLUC 120
CPEPO
CPEP 30
CPEP 60
CPEP 90
CPEP 120

Notes

Age in years at index OGTT

male or female

in kg/m?

HbALc in Per centage units

Insulin antibody (positive or negative)
GAD antibody (positive or negative)
A2 antibody (positive or negative)
ZnT8 antibody (positive or negative)
Number of antibody specificities

GADA and IAA only (yes or no)

GADA, I1AA and ZnT8A only (yes or no)
GADA and 1A2A only (yes or no)

GADA, IA2A and ZnT8A only (yes or no)
All 4 antibodies (yes or no)

Other antibody combinations (yes or no)

Absence/Presence of DQA1*0102, DQB1*0602

Absence/Presence DRB*0301 OR 0305, DQA*0501, DQB*0201
Absence/Presence DRB*0401, 0402, 0403, etc. DQA*0301
DQB*0302

Fasting glucose (mg/dL)
30-minute glucose (mg/dL)
60-minute glucose (mg/dL)
90-minute glucose (mg/dL)
120-minute glucose (mg/dL)
Fasting C-peptide (ng/mL)
30-minute C-peptide (ng/mL)
60-minute C-peptide (ng/mL)
90-minute C-peptide (ng/mL)
120-minute C-peptide (ng/mL)




ESM Table 2. Models to predict disease progression

Mo Mzo Meo Moo Mi20
AIC 2838.5 2764.9 2722.8 2723.2 2731.9
B 0.346 0.419 0.434 0.499 0.448
(S'\e/lle F=2) se(pB) 0.133 0.132 0.133 0.134 0.134
’ IBI/se(B) 2.60 3.17 3.26 3.72 3.34
B 0.832 0.698 0.645 0.624 0.631
(PI{Ie:sgn;:(e:% A2 o) 0.163 0.164 0.164 0.165 0.165
! Bl/se(B) 5.0 4.26 3.93 3.78 3.82
§ -0.0306 -0.0387 -0.0330 -0.0319 -0.0302
g‘gg ) se(B) 00096 00109 00107 00107 00107
Bl/se(B)  3.19 355 3.08 2.98 2.82
B - 0.0858 0.0744 0.0603 0.0605
(Bk'\g/l/lmz) se(pB) - 0.0198 0.0186 0.0189 0.0193
1BI/se(B) . 433 4.00 3.19 3.13
B 1.846 1.603 1.389 1.344 1.380
l(j/lzflc se(B) 0.228 0.218 0.22 0.22 0.225
Bl/se(p) 8.0 7.35 6.31 6.11 6.13
Glucose Omin p 0.0203 ) ) ) )
(/L) se(p) 0.00836 i i - i
IBl/se(B) 2.43 - - - -
o B -0.184 i i ; i
(Cng/enﬁ’tl_'?e Omin g 0.109 i : - -
IBl/se(P) 1.69 - - - -
Glucose 30min p ) 00173 ) ) )
(mg/dL) se(p) - 0.0026 - - -
BUse®) - 6.65 : : :
. B . 0.283 i i i
Er:]g/?ﬁﬂgje 30min se(B) ) 0.038 ) i i
IBl/se(P) - 7.45 - - -
Glucose 60min p ) ) 0.0152 ) )
(mg/dL) se(B) - - 0.0017 - -
IBl/se(p) - - 8.94 ; )
C-peptide 60min p ) ) 0.240 ) )
(ng/mL) se(pB) - - 0.034 - -
BUse®) - : 7.06 : :
Glucose 90min P ) ) ) 0.0187 )
(mg/dL) se(B) - - - 0.0017 -
IBl/se(B) - - - 11.00 -
. B . : . 0171 ;
E:ng/‘fﬁtl_'?e 0min-op) i i i 0.031 -
Bl/se(B) - - - 5.52 -
Glucose 120min P ) ) ) ) 00265
(mg/dL) se(pB) - - - - 0.0025
IBl/se(B) - - - - 10.60
C-peptide 120min b ] ] ] ) 0191
(ng/mL) se(p) - - - - 0.035
Bl/se(B) - - - - 5.46

AIC: Akaike information criterion in the TrialNet training dataset (lower values correspond to
greater accuracy).



Each risk score is the sum of the products of each input and its § coefficient. For example, Mo=
Sex x 0.346 + |A-2A x 0.163 + Age x -0.0306 + HbAlc x 1.846 + Glucomin X 0.0203 + CPepomin X
-0.184



