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SUPPLEMENTAL FIGURE 2
corresponding to Figure 2B
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SUPPLEMENTAL FIGURE 3
corresponding to Figure 2E
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SUPPLEMENTAL FIGURE 4
corresponding to Figure 3G
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SUPPLEMENTAL FIGURE 5
corresponding to Figure 3H
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SUPPLEMENTAL FIGURE 6

corresponding to Figure 3l
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SUPPLEMENTAL FIGURE 7
corresponding to Figure 4A
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SUPPLEMENTAL FIGURE 8
corresponding to Figure 4C

HC AR-AIT  AR+AIT  AA-AIT  AA+AIT
I I I \

Il I
L I I I . I I I ‘ hsa-miR-3935

RN T pe—
BT DI Tpe—
E I — [ ——

relative expression
[ |
low high




SUPPLEMENTAL FIGURE 9

corresponding to Figure 4D
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SUPPLEMENTAL FIGURE 10
corresponding to Figure 4E
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SUPPLEMENTAL FIGURE 11
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