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DEG in rhinitis (alone)

DEG in rhinitis (multimorbidity)

. Interacting gene (rhinitis alone)
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Figure 1. Interactomes of rhinitis alone and rhinitis associated to multimorbidity. DEGs:
differentially expressed genes. For clarity, only genes with HGNC symbol are shown.
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Figure 2. Pathways unique to rhinitis alone. Pathways were classified in broad functional families

(colored rectangles).
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Figure 3. Pathways unique to rhinitis in multimorbidity. Pathways were classified in broad

functional families (colored rectangles).
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Figure 4: Pathways common to rhinitis alone and rhinitis in multimorbidity. Pathways were
classified in broad functional families (colored rectangles).



