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Supplementary Figure 1. The pairwise relationship amongst all multi-omics features shown 
as clustered Pearson correlation coefficients.
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Supplementary Figure 2. Classification results for evaluating (a) best classifier and (b) best 
feature selection method on ALL-ALL disease combination using training set of multi-omics 
data.
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Supplementary Figure 3. Confusion matrices of top performing classifiers on test set for (a) 
ALL-ALL, (b) EHT-PHT, (c) PA-PHT, (d) PPGL-PHT and (e) CS-PHT disease combination.
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Supplementary Figure 4. Violin plots of most discriminating PmiRNA, PMetas, PSteroids and 
USteroids features selected for ALL-ALL disease combination in multi-omics classifier and 
corresponding values for NV.
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Supplementary Figure 5. Principal component analysis using top features of training data for 
(a) ALL-ALL, (b) EHT-PHT, (c) PA-PHT, (d) PPGL-PHT and (e) CS-PHT disease combination 
along with NV samples. The percentage of variation explained by each PC axis is given within 
parenthesis. The large dots represent the cluster centroid of each condition.
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Supplementary Figure 6. Heatmap showing the mean classification performance metrics 
(over 100 random repeats) using multi-omics and 5 individual omics with 3 best classifiers for 5 
disease combinations in Scenario 1 (Set A & B), 2 (Set C & D) and 3 (Set E & F).

Balanced Accuracy

0 50 100

Sensitivity

0 50 100

Specificity

0 50 100

AUC

0 0.5 1.0

F1

0 0.5 1.0

Kappa

0 0.5 1.0

M
O

m
ic

s

P
m

iR
N

A

P
M

e
ta

s

P
S

te
ro

id
s

P
S

m
a

ll
M

B

U
S

te
ro

id
s

M
O

m
ic

s

P
m

iR
N

A

P
M

e
ta

s

P
S

te
ro

id
s

P
S

m
a

ll
M

B

U
S

te
ro

id
s

M
O

m
ic

s

P
m

iR
N

A

P
M

e
ta

s

P
S

te
ro

id
s

P
S

m
a

ll
M

B

U
S

te
ro

id
s

M
O

m
ic

s

P
m

iR
N

A

P
M

e
ta

s

P
S

te
ro

id
s

P
S

m
a

ll
M

B

U
S

te
ro

id
s

M
O

m
ic

s

P
m

iR
N

A

P
M

e
ta

s

P
S

te
ro

id
s

P
S

m
a

ll
M

B

U
S

te
ro

id
s

M
O

m
ic

s

P
m

iR
N

A

P
M

e
ta

s

P
S

te
ro

id
s

P
S

m
a

ll
M

B

U
S

te
ro

id
s

87 88

86 87

87 88

66 66

66 67

68 68

72 69

73 68

73 71

75 74

74 73

69 70

69 69

69 69

71 72

70 70

72 72

75 75

82 82

82 81

86 86

72 72

72 73

76 76

68 65

73 66

54 51

71 70

71 70

71 67

77 76

76 76

78 78

68 69

72 71

73 71

87 87

89 89

87 88

74 73

76 75

77 77

70 64

72 62

69 68

80 79

83 81

84 83

77 77

81 80

78 78

81 78

82 80

82 83

92 91

94 94

93 92

72 71

78 79

77 76

94 94

94 94

92 91

67 68

66 65

67 69

77 77

84 83

82 81

66 66

67 66

69 69

85 84

82 82

86 86

73 73

75 75

76 75

62 59

64 60

64 57

83 83

81 82

69 71

69 68

68 67

76 75

76 76

77 78

79 80

A
L

L
−

A
L

L
E

H
T
−

P
H

T
P

A
−

P
H

T
P

P
G

L
−

P
H

T
C

S
−

P
H

T

A B A B A B A B A B A B

80 81

78 79

80 81

48 48

48 48

51 51

58 53

59 52

59 56

63 61

60 60

52 53

51 52

52 52

56 56

54 54

57 57

61 61

91 91

97 96

92 92

84 83

90 90

86 87

85 78

86 80

93 99

80 80

85 84

83 81

87 87

94 94

92 92

80 81

83 83

82 83

86 85

90 90

85 86

72 70

74 72

74 74

70 62

73 60

72 71

76 76

82 79

81 78

75 74

81 80

76 77

76 74

76 73

75 74

87 87

90 90

89 88

62 61

68 68

66 65

90 90

89 90

86 85

55 56

53 53

50 53

70 71

80 79

79 79

52 51

52 52

51 51

70 69

64 64

72 72

51 51

53 52

58 56

34 29

39 34

34 20

69 70

66 68

42 45

46 44

39 38

59 57

55 55

56 57

61 63

A B A B A B A B A B A B

94 94

94 94

94 94

84 84

85 85

85 85

87 85

88 85

87 87

88 87

87 86

86 86

86 86

86 86

87 87

86 86

87 86

88 88

74 74

67 66

81 80

60 60

54 55

65 65

51 52

59 53

15 2

62 60

56 55

60 53

66 66

59 59

64 64

56 57

61 59

63 60

89 89

88 89

90 90

76 76

78 77

81 80

69 66

71 64

65 65

83 82

85 84

87 87

80 80

80 80

80 80

85 83

88 86

90 91

96 96

98 98

97 97

82 82

89 89

87 87

97 97

98 98

98 97

78 79

78 78

84 84

84 84

88 87

85 84

79 80

81 80

87 87

99 98

100100

99 99

94 95

97 97

94 94

89 90

90 86

94 94

97 97

97 97

97 97

92 91

97 97

94 94

97 97

99 99

98 98

A B A B A B A B A B A B

1.0 1.0

1.0 1.0

1.0 1.0

0.7 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.8

0.9 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.9

0.9 0.9

0.9 0.9

1.0 0.9

0.8 0.8

0.9 0.9

0.9 0.9

0.8 0.8

0.8 0.8

0.6 0.6

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.9

0.9 0.9

0.9 0.9

0.8 0.8

0.8 0.8

0.8 0.8

1.0 0.9

1.0 1.0

1.0 1.0

0.8 0.8

0.9 0.8

0.8 0.9

0.8 0.7

0.8 0.7

0.8 0.8

0.9 0.8

0.9 0.9

0.9 0.9

0.9 0.9

0.9 0.9

0.9 0.9

0.9 0.9

0.9 0.9

0.9 0.9

1.0 1.0

1.0 1.0

1.0 1.0

0.8 0.8

0.9 0.9

0.8 0.8

1.0 1.0

1.0 1.0

1.0 1.0

0.7 0.7

0.7 0.7

0.8 0.8

0.9 0.9

0.9 0.9

0.9 0.9

0.7 0.7

0.7 0.7

0.8 0.8

1.0 1.0

1.0 1.0

1.0 1.0

0.9 0.9

0.9 0.9

0.9 0.9

0.8 0.7

0.7 0.7

0.8 0.8

0.9 0.9

1.0 1.0

0.8 0.8

0.8 0.8

0.9 0.9

0.9 0.9

0.9 0.9

0.9 1.0

0.9 0.9

A B A B A B A B A B A B

0.8 0.8

0.8 0.8

0.8 0.8

0.4 0.4

0.2 0.2

0.4 0.4

0.2 0.0

0.3 0.1

0.4 0.0

0.6 0.6

0.6 0.6

0.4 0.4

0.3 0.4

0.3 0.3

0.5 0.5

0.5 0.5

0.6 0.6

0.6 0.6

0.9 0.9

0.9 0.9

0.9 0.9

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.8

0.9 0.9

0.9 0.9

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.9

0.9 0.9

0.9 0.9

0.7 0.7

0.7 0.7

0.8 0.8

0.7 0.6

0.7 0.6

0.7 0.7

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.9

0.9 0.9

0.9 0.9

0.7 0.6

0.7 0.7

0.7 0.7

0.9 0.9

0.9 0.9

0.9 0.9

0.6 0.6

0.6 0.6

0.6 0.6

0.7 0.7

0.8 0.8

0.8 0.8

0.6 0.6

0.6 0.6

0.6 0.6

0.8 0.8

0.8 0.8

0.8 0.8

0.6 0.6

0.6 0.6

0.6 0.6

0.4 0.3

0.4 0.4

0.4 0.2

0.8 0.8

0.7 0.7

0.5 0.6

0.5 0.5

0.5 0.5

0.6 0.6

0.6 0.6

0.7 0.7

0.7 0.7

A B A B A B A B A B A B

0.8 0.8

0.8 0.8

0.8 0.8

0.4 0.4

0.4 0.4

0.4 0.4

0.5 0.4

0.5 0.4

0.5 0.5

0.5 0.5

0.5 0.5

0.4 0.4

0.4 0.4

0.4 0.4

0.5 0.5

0.4 0.4

0.5 0.5

0.5 0.5

0.7 0.7

0.7 0.7

0.7 0.7

0.5 0.4

0.5 0.5

0.5 0.5

0.4 0.3

0.5 0.3

0.1 0.0

0.4 0.4

0.4 0.4

0.4 0.4

0.6 0.5

0.6 0.6

0.6 0.6

0.4 0.4

0.5 0.4

0.5 0.4

0.7 0.7

0.8 0.8

0.8 0.8

0.5 0.5

0.5 0.5

0.6 0.5

0.4 0.3

0.4 0.2

0.4 0.4

0.6 0.6

0.7 0.6

0.7 0.7

0.6 0.5

0.6 0.6

0.6 0.6

0.6 0.6

0.6 0.6

0.6 0.7

0.8 0.8

0.9 0.9

0.9 0.9

0.5 0.4

0.6 0.6

0.5 0.5

0.9 0.9

0.9 0.9

0.9 0.8

0.3 0.4

0.3 0.3

0.4 0.4

0.5 0.6

0.7 0.7

0.6 0.6

0.3 0.3

0.3 0.3

0.4 0.4

0.8 0.7

0.7 0.7

0.8 0.8

0.5 0.5

0.6 0.6

0.6 0.5

0.3 0.2

0.3 0.2

0.3 0.2

0.7 0.7

0.7 0.7

0.4 0.5

0.4 0.4

0.4 0.4

0.6 0.5

0.6 0.6

0.6 0.6

0.6 0.7

LB
RF
SL

LB
RF
SL

LB
RF
SL

LB
RF
SL

LB
RF
SL

A B A B A B A B A B A B

85 87

86 88

87 87

61 69

63 69

65 68

79 73

79 72

78 77

68 75

67 76

68 74

63 69

62 70

61 69

70 70

73 71

71 72

70 82

74 82

77 82

64 77

66 81

67 79

64 74

66 77

63 77

64 73

66 73

67 74

73 81

73 81

71 81

68 66

72 70

70 73

77 91

77 95

76 90

66 78

66 80

67 80

65 74

66 74

67 80

71 90

70 94

76 92

66 83

68 84

70 82

74 85

76 86

76 82

90 88

91 88

87 88

63 73

67 77

67 74

93 90

94 92

92 96

61 58

61 58

64 63

74 79

76 82

66 81

57 59

60 57

65 59

− 80

− 84

− 86

− 79

− 78

− 76

− 67

− 64

− 65

− 79

− 78

− 70

− 75

− 75

− 77

− 75

− 77

− 78

A
L

L
−

A
L

L
E

H
T
−

P
H

T
P

A
−

P
H

T
P

P
G

L
−

P
H

T
C

S
−

P
H

T

C D C D C D C D C D C D

81 79

81 82

83 80

48 53

50 53

53 50

73 59

74 57

71 64

57 62

55 63

57 60

51 53

48 54

48 53

58 54

63 56

61 58

85 88

92 94

86 90

78 84

86 94

82 88

82 86

81 90

92 88

80 81

86 84

84 79

86 89

88 95

87 93

81 77

89 81

87 80

78 86

81 92

79 86

74 72

75 73

71 74

75 70

72 72

78 78

75 88

76 91

78 89

70 83

74 86

75 80

76 79

80 79

72 72

86 81

85 84

80 82

51 64

56 72

56 68

89 84

88 88

84 92

51 47

48 43

50 47

68 76

70 80

54 77

46 45

47 43

56 34

− 68

− 74

− 76

− 71

− 70

− 66

− 54

− 49

− 44

− 65

− 63

− 50

− 63

− 66

− 69

− 60

− 58

− 60

C D C D C D C D C D C D

89 94

90 95

91 94

75 85

76 86

77 85

84 87

85 87

84 90

79 88

79 88

80 88

76 86

75 86

75 86

81 85

83 86

82 87

56 76

56 70

68 74

50 70

47 67

52 69

46 63

51 63

35 66

47 64

47 62

49 69

59 72

58 67

55 69

54 55

54 59

53 66

75 96

73 98

74 94

58 84

57 86

63 85

54 78

60 77

56 81

67 93

63 96

75 95

63 83

62 82

65 84

73 90

71 93

80 92

94 94

97 92

94 95

75 82

77 82

79 79

97 95

99 95

100100

72 70

74 72

78 78

79 82

81 83

79 86

68 74

72 70

75 84

− 92

− 94

− 96

− 88

− 87

− 86

− 80

− 78

− 86

− 94

− 94

− 90

− 86

− 84

− 86

− 91

− 96

− 96

C D C D C D C D C D C D

0.9 0.9

0.9 1.0

1.0 1.0

0.7 0.8

0.7 0.8

0.7 0.8

0.9 0.8

0.9 0.8

0.9 0.9

0.8 0.8

0.7 0.9

0.8 0.8

0.7 0.8

0.7 0.8

0.7 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.9

0.8 0.9

0.9 0.9

0.7 0.9

0.8 0.9

0.8 0.9

0.8 0.8

0.8 0.8

0.7 0.9

0.7 0.8

0.8 0.8

0.8 0.8

0.8 0.9

0.8 0.9

0.8 0.9

0.8 0.8

0.8 0.8

0.8 0.8

0.8 1.0

0.9 1.0

0.9 1.0

0.7 0.9

0.8 0.9

0.8 0.9

0.7 0.8

0.7 0.9

0.7 0.9

0.8 1.0

0.8 1.0

0.8 1.0

0.7 0.9

0.7 0.9

0.8 0.9

0.8 0.9

0.8 0.9

0.8 0.9

0.9 1.0

1.0 1.0

0.9 1.0

0.7 0.8

0.7 0.9

0.7 0.8

1.0 1.0

1.0 1.0

0.9 1.0

0.7 0.6

0.7 0.6

0.7 0.7

0.8 0.9

0.8 0.9

0.8 0.9

0.6 0.6

0.6 0.6

0.8 0.7

− 0.9

− 1.0

− 1.0

− 0.9

− 0.9

− 0.9

− 0.8

− 0.7

− 0.8

− 0.9

− 0.9

− 0.8

− 0.8

− 0.9

− 0.9

− 0.8

− 0.9

− 0.9

C D C D C D C D C D C D

0.8 0.8

0.8 0.8

0.8 0.8

0.4 0.4

0.4 0.4

0.4 0.4

0.7 0.4

0.7 0.4

0.7 0.4

0.5 0.6

0.5 0.6

0.5 0.5

0.4 0.4

0.4 0.4

0.3 0.4

0.5 0.4

0.6 0.5

0.6 0.5

0.8 0.9

0.8 0.9

0.8 0.9

0.8 0.8

0.8 0.9

0.8 0.9

0.8 0.8

0.8 0.9

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.9

0.8 0.9

0.8 0.9

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.9

0.8 0.9

0.8 0.9

0.7 0.7

0.7 0.7

0.7 0.7

0.7 0.7

0.7 0.7

0.7 0.8

0.7 0.9

0.7 0.9

0.8 0.9

0.7 0.8

0.7 0.8

0.7 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.9 0.8

0.9 0.9

0.8 0.9

0.5 0.6

0.6 0.7

0.6 0.7

0.9 0.9

0.9 0.9

0.9 1.0

0.5 0.5

0.5 0.4

0.5 0.5

0.7 0.7

0.7 0.8

0.6 0.8

0.4 0.5

0.5 0.4

0.6 0.4

− 0.7

− 0.8

− 0.8

− 0.7

− 0.7

− 0.6

− 0.5

− 0.5

− 0.5

− 0.7

− 0.7

− 0.6

− 0.6

− 0.6

− 0.7

− 0.6

− 0.7

− 0.7

C D C D C D C D C D C D

0.7 0.8

0.7 0.8

0.7 0.8

0.2 0.4

0.3 0.4

0.3 0.4

0.6 0.5

0.6 0.5

0.5 0.6

0.4 0.5

0.4 0.5

0.4 0.5

0.3 0.4

0.2 0.4

0.2 0.4

0.4 0.4

0.5 0.4

0.4 0.5

0.4 0.6

0.5 0.7

0.6 0.7

0.3 0.5

0.3 0.6

0.4 0.6

0.3 0.5

0.3 0.6

0.3 0.6

0.3 0.5

0.3 0.5

0.4 0.5

0.5 0.6

0.5 0.6

0.4 0.7

0.4 0.3

0.5 0.4

0.4 0.5

0.5 0.8

0.5 0.9

0.5 0.8

0.3 0.6

0.3 0.6

0.3 0.6

0.3 0.5

0.3 0.5

0.3 0.6

0.4 0.8

0.4 0.9

0.5 0.8

0.3 0.7

0.4 0.7

0.4 0.6

0.5 0.7

0.5 0.7

0.5 0.7

0.8 0.8

0.8 0.8

0.8 0.8

0.3 0.5

0.3 0.5

0.4 0.5

0.9 0.8

0.9 0.8

0.9 0.9

0.2 0.2

0.2 0.2

0.3 0.3

0.5 0.6

0.5 0.6

0.3 0.6

0.1 0.2

0.2 0.1

0.3 0.2

− 0.6

− 0.7

− 0.7

− 0.6

− 0.6

− 0.5

− 0.3

− 0.3

− 0.3

− 0.6

− 0.6

− 0.4

− 0.5

− 0.5

− 0.5

− 0.5

− 0.6

− 0.6

LB
RF
SL

LB
RF
SL

LB
RF
SL

LB
RF
SL

LB
RF
SL

C D C D C D C D C D C D

85 80

83 82

86 82

66 55

67 56

66 55

73 66

75 65

77 66

70 68

73 67

68 65

71 54

70 53

70 54

69 68

68 70

71 72

82 70

83 71

88 77

80 57

83 59

83 58

73 66

73 64

67 54

64 72

65 73

63 74

81 59

82 60

82 59

63 76

62 76

67 79

87 80

87 84

89 83

80 64

83 64

83 64

74 58

74 54

75 61

74 80

75 82

80 84

83 57

86 60

81 63

74 81

75 81

77 80

91 89

93 89

92 84

74 58

78 62

74 62

95 92

96 94

91 88

63 56

63 54

64 58

82 60

84 62

80 62

60 62

61 65

64 67

72 79

68 77

76 84

76 59

71 63

73 68

63 69

61 70

60 75

81 77

79 77

64 81

65 58

62 59

71 64

68 87

69 87

71 88

A
L

L
−

A
L

L
E

H
T
−

P
H

T
P

A
−

P
H

T
P

P
G

L
−

P
H

T
C

S
−

P
H

T

E F E F E F E F E F E F

77 69

73 71

78 73

48 31

48 33

47 32

58 49

61 47

65 49

56 51

60 48

51 44

55 31

53 30

53 30

54 50

53 53

56 57

87 86

95 93

92 88

85 81

93 86

88 86

74 86

77 85

72 92

71 85

76 89

70 85

87 84

93 86

91 89

70 89

71 91

68 89

81 85

81 89

84 85

74 71

75 75

78 78

66 71

68 67

67 85

64 84

63 86

69 85

79 69

82 76

75 75

58 85

60 88

62 82

85 84

91 85

87 76

68 47

75 55

68 50

93 87

94 90

85 78

50 42

51 41

47 40

80 46

84 51

79 45

43 47

44 49

43 54

48 60

39 58

58 72

56 34

47 39

53 48

33 67

33 69

24 78

66 59

61 60

31 66

39 36

31 34

50 44

40 78

39 78

44 80

E F E F E F E F E F E F

94 91

93 92

94 92

85 78

85 79

85 78

88 83

89 82

90 83

85 86

86 87

84 85

87 77

87 77

86 78

85 86

84 86

86 87

77 53

71 48

85 66

74 32

73 33

79 29

72 46

69 43

63 16

57 59

53 57

55 63

75 34

71 33

74 28

56 62

53 60

66 68

93 74

93 78

95 81

85 57

90 53

88 51

81 46

79 40

83 38

85 76

87 78

91 84

88 44

89 44

88 50

89 76

91 74

92 79

97 94

95 94

96 92

80 68

81 70

80 73

97 97

98 97

97 97

75 71

76 68

81 76

85 74

84 72

82 79

78 76

78 81

85 81

97 97

98 97

95 97

96 84

96 87

93 88

92 72

90 72

97 72

96 95

97 95

96 95

91 80

93 84

92 84

97 97

99 96

98 96

E F E F E F E F E F E F

0.9 0.9

1.0 0.9

0.9 0.9

0.7 0.6

0.8 0.6

0.7 0.6

0.8 0.7

0.8 0.7

0.9 0.8

0.8 0.8

0.8 0.8

0.8 0.8

0.8 0.6

0.8 0.6

0.8 0.6

0.8 0.8

0.8 0.8

0.8 0.9

0.9 0.8

0.9 0.8

1.0 0.9

0.9 0.6

0.9 0.7

0.9 0.7

0.8 0.7

0.8 0.7

0.7 0.6

0.7 0.8

0.7 0.8

0.7 0.9

0.9 0.6

0.9 0.7

0.9 0.7

0.7 0.9

0.7 0.9

0.7 0.9

1.0 0.9

1.0 0.9

1.0 0.9

0.9 0.7

0.9 0.7

0.9 0.7

0.8 0.6

0.8 0.6

0.8 0.7

0.8 0.9

0.8 0.9

0.9 0.9

0.9 0.6

0.9 0.6

0.9 0.7

0.8 0.9

0.9 0.9

0.8 0.9

1.0 0.9

1.0 0.9

1.0 0.9

0.8 0.6

0.9 0.7

0.8 0.6

1.0 1.0

1.0 1.0

1.0 0.9

0.7 0.6

0.7 0.5

0.7 0.6

0.9 0.7

0.9 0.7

0.9 0.7

0.7 0.6

0.7 0.7

0.7 0.7

0.9 1.0

0.9 1.0

0.9 0.9

0.9 0.7

0.9 0.7

0.9 0.8

0.7 0.8

0.7 0.8

0.8 0.8

0.9 0.9

0.9 1.0

0.7 0.9

0.8 0.7

0.9 0.7

0.9 0.8

0.8 1.0

0.8 1.0

0.9 1.0

E F E F E F E F E F E F

0.7 0.4

0.5 0.5

0.7 0.5

0.2 0.0

0.1 0.0

0.2 0.0

0.2 0.0

0.3 0.0

0.4 0.0

0.5 0.2

0.6 0.1

0.4 0.1

0.3 0.0

0.2 0.0

0.3 0.0

0.4 0.2

0.4 0.2

0.5 0.3

0.9 0.8

0.9 0.9

0.9 0.9

0.8 0.8

0.9 0.8

0.9 0.8

0.8 0.8

0.8 0.8

0.7 0.8

0.7 0.8

0.7 0.9

0.7 0.9

0.9 0.8

0.9 0.8

0.9 0.8

0.7 0.9

0.7 0.9

0.7 0.9

0.8 0.8

0.8 0.9

0.9 0.9

0.7 0.7

0.8 0.7

0.8 0.7

0.7 0.7

0.7 0.7

0.7 0.8

0.7 0.8

0.7 0.9

0.7 0.9

0.8 0.7

0.8 0.7

0.8 0.7

0.6 0.9

0.7 0.9

0.7 0.8

0.9 0.9

0.9 0.9

0.9 0.8

0.7 0.5

0.7 0.5

0.7 0.5

0.9 0.9

1.0 0.9

0.9 0.8

0.5 0.4

0.5 0.4

0.5 0.4

0.8 0.5

0.8 0.5

0.8 0.5

0.5 0.5

0.5 0.5

0.5 0.6

0.6 0.6

0.5 0.6

0.6 0.8

0.6 0.3

0.5 0.4

0.6 0.5

0.4 0.5

0.4 0.5

0.3 0.6

0.7 0.6

0.7 0.6

0.4 0.7

0.4 0.3

0.4 0.3

0.5 0.4

0.5 0.8

0.5 0.8

0.5 0.8

E F E F E F E F E F E F

0.7 0.6

0.7 0.7

0.8 0.7

0.4 0.1

0.4 0.2

0.4 0.1

0.5 0.3

0.6 0.3

0.6 0.4

0.4 0.4

0.4 0.4

0.4 0.4

0.5 0.1

0.5 0.1

0.4 0.1

0.4 0.4

0.4 0.4

0.4 0.5

0.6 0.4

0.7 0.5

0.8 0.5

0.6 0.1

0.7 0.2

0.7 0.2

0.5 0.3

0.5 0.3

0.3 0.1

0.3 0.4

0.3 0.5

0.3 0.5

0.6 0.2

0.7 0.2

0.7 0.2

0.3 0.5

0.2 0.5

0.3 0.6

0.7 0.6

0.7 0.7

0.8 0.6

0.6 0.3

0.7 0.3

0.7 0.3

0.5 0.2

0.5 0.1

0.5 0.2

0.5 0.6

0.5 0.6

0.6 0.7

0.7 0.1

0.7 0.2

0.6 0.3

0.5 0.6

0.5 0.6

0.6 0.6

0.8 0.8

0.9 0.8

0.8 0.7

0.5 0.2

0.6 0.2

0.5 0.2

0.9 0.8

0.9 0.9

0.8 0.8

0.3 0.1

0.3 0.1

0.3 0.2

0.6 0.2

0.7 0.2

0.6 0.2

0.2 0.2

0.2 0.3

0.3 0.4

0.5 0.6

0.4 0.6

0.6 0.7

0.5 0.2

0.5 0.3

0.5 0.4

0.3 0.3

0.2 0.3

0.2 0.4

0.7 0.6

0.6 0.6

0.3 0.6

0.3 0.2

0.3 0.2

0.4 0.3

0.4 0.8

0.5 0.8

0.5 0.8

LB
RF
SL

LB
RF
SL

LB
RF
SL

LB
RF
SL

LB
RF
SL

E F E F E F E F E F E F



Supplementary Figure 7. Joint heatmap for 5 disease combinations showing the list of top 
features truncated with repeat frequency cutoff value of 50 (over 100 random repeats) selected 
during the classification using (a) PMetas, (b) PSteroids and (c) USteroids data for Set A - F.
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Supplementary Figure 8. Joint heatmap for 5 disease combinations showing the list of top 
features truncated with repeat frequency cutoff value of 50 (over 100 random repeats) selected 
during the classification using PmiRNA data for Set A - F.
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Supplementary Figure 9. Joint heatmap for 5 disease combinations showing the list of top 
features truncated with repeat frequency cutoff value of 50 (over 100 random repeats) selected 
during the classification using PSmallMB data for Set A - F.
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Supplementary Figure 10. Joint heatmap for 5 disease combinations showing the list of top 
features truncated with repeat frequency cutoff value of 50 (over 100 random repeats) selected 
during the classification using MOmics data for Set A - F.
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