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Supplementary Figure 1 

 

Supplementary Figure 1. ACE2-IgM-Fc hexamer composition at different concentrations analyzed by SEC-

MALS. (a) Analysis of ACE2-IgM-Fc hexamer at different protein concentrations. (b) Overlay of the three 

chromatograms obtained at 0.3, 2 and 4 g/L ACE2-IgM-Fc hexamer. The samples for the analysis were 

concentrated with centrifugal filters with a 30-kDa MWCO and stored overnight at 2-8 °C before analysis.  
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Supplementary Figure 2 

 

Supplementary Figure 2. Thermal stability analysis of the constructs by differential scanning calorimetry. 

Thermal unfolding profiles of ACE2-IgM-Fc hexamer (red) and ACE2-Cµ4 (black). The dotted lines indicate the 

melting temperatures for the ACE2 domains. The Cp is normalized to allow direct comparisons due to the difference 

in the molecular weight of the two constructs. The measurements were performed with a Microcal PEAQ-DSC 

system using 0.5 mg/mL protein in PBS. The temperature ramp was 1 °C/min. 

 

 

 

 

 


